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<210> 1 

<211> 733 

<212> DNA 

<213> Homo sapiens 



<400> 1 

gggatccgga gcccaaatct tctgacaaaa ctcacacatg cccaccgtgc ccagcacctg 60 

aattcgaggg tgcaccgtca gtcttcctct tccccccaaa acccaaggac accctcatga 120 

tctcccggac tcctgaggtc acatgcgtgg tggtggacgt aagccacgaa gaccctgagg 180 

tcaagttcaa ctggtacgtg gacggcgtgg aggtgcataa tgccaagaca aagccgcggg 24 0 

aggagcagta caacagcacg taccgtgtgg tcagcgtcct caccgtcctg caccaggact 3 00 

ggctgaatgg caaggagtac aagtgcaagg tctccaacaa agccctccca acccccatcg 3 60 

agaaaaccat ctccaaagcc aaagggcagc cccgagaacc acaggtgtac accctgcccc 42 0 

catcccggga tgagctgacc aagaaccagg tcagcctgac ctgcctggtc aaaggcttct 480 

atccaagcga catcgccgtg gagtgggaga gcaatgggca gccggagaac aactacaaga 54 0 

ccacgcctcc cgtgctggac tccgacggct ccttcttcct ctacagcaag ctcaccgtgg 600 

acaagagcag gtggcagcag gggaacgtct tctcatgctc cgtgatgcat gaggctctgc 6 60 

acaaccacta cacgcagaag agcctctccc tgtctccggg taaatgagtg cgacggccgc 720 

gactctagag gat 733 



<210> 2 
<211> 5 
<212> PRT 

<213> Homo sapiens 
<220> 

<221> Site 
<222> (3) 

<22 3> Xaa equals any of the twenty naturally ocurring L-amino acids 



<400> 2 

Trp Ser Xaa Trp Ser 
1 5 



2 



<210> 3 

<211> 86 

<212> DNA 

<213> Homo sapiens 

<400> 3 

gcgcctcgag atttccccga aatctagatt tccccgaaat gatttccccg aaatgatttc 60 
cccgaaatat ctgccatctc aattag 86 



<210> 4 

<211> 27 

<212> DNA 

<213> Homo sapiens 

<400> 4 

gcggcaagct ttttgcaaag cctaggc 2 7 



<210> 5 

<211> 271 

<212> DNA 

<213> Homo sapiens 



<400> 5 

ctcgagattt ccccgaaatc tagatttccc cgaaatgatt tccccgaaat gatttccccg 60 

aaatatctgc catctcaatt agtcagcaac catagtcccg cccctaactc cgcccatccc 120 

gcccctaact ccgcccagtt ccgcccattc tccgccccat ggctgactaa ttttttttat 180 

ttatgcagag gccgaggccg cctcggcctc tgagctattc cagaagtagt gaggaggctt 24 0 

ttttggaggc ctaggctttt gcaaaaagct t 2 71 



<210> 6 

<211> 32 

<212> DNA 

<213> Homo sapiens 

<400> 6 

gcgctcgagg gatgacagcg atagaacccc gg 32 



<210> 7 

<211> 31 

<212> DNA 

<213> Homo sapiens 

<400> 7 

gcgaagcttc gcgactcccc ggatccgcct c 31 



<210> 8 

<211> 12 

<212> DNA 

<213> Homo sapiens 



<400> 8 
ggggactttc cc 



12 
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<210> 9 

<211> 73 

<212> DNA 

<213> Homo sapiens 

<400> 9 

gcggcctcga ggggactttc ccggggactt tccggggact ttccgggact ttccatcctg 60 
ccatctcaat tag 73 



<210> 10 

<211> 256 

<212> DWA 

<213> Homo sapiens 

<400> 10 

ctcgagggga ctttcccggg gactttccgg ggactttccg ggactttcca tctgccatct 60 

caattagtca gcaaccatag tcccgcccct aactccgccc atcccgcccc taactccgcc 120 

cagttccgcc cattctccgc cccatggctg actaattttt tttatttatg cagaggccga 18 0 

ggccgcctcg gcctctgagc tattccagaa gtagtgagga ggcttttttg gaggcctagg 240 

cttttgcaaa aagctt 256 



<210> 11 

<211> 1684 

<212> DNA 

<213> Homo sapiens 



<400> 11 

aattcccggg tcgacccacg cgtccggcac ggtcgccagg caccgctgac cgaggcctgc 6 0 

tgggattcca gaattggaga gggaggcacc atgaagactc tcctgctgct ggtggggctg 12 0 

ctgctgacct gggagaatgg acgggttctg ggagaccaga tggtctcaga cactgagctc 180 

caggaaatgt ccaccgaggg gagtaagtac attaatcggg aaattaaaaa tgctcfccaag 24 0 

ggggtgaagc agataaagac actaatagaa caaacaaacg aggagcgcaa atccctgctc 3 00 

accaacttgg aagaagccaa gaagaagaaa gaggatgccc tgaatgacac caaggattca 3 60 

gaaatgaagc tgaaggcgtc gcagggggtg tgcaatgaca ccatgatggc cctctgggag 42 0 

gagtgtaagc cctgcctgaa acagacctgt atgaagttct acgcccgagt ctgcagaagc 4 80 

agcacagggc tggttggcca ccaggttgag gagttcctga accagagttc tcccttctac 54 0 

ttctggatta atggcgaccg catcgactcc ctgctggaga acgaccggca gcagacccac 600 

gccctggatg tcatgcagga cagtttcgac cgggcatcca gcatcatgga tgagctgttc 660 

caggacagat tcttcacccg tgaggcccag gaccctttcc acttctcacc cttcagctca 72 0 

ttccagcgga ggcctttttt cttcaatatc aagcaccgct ttgcccggaa cataatgcct 780 

ttccctggct accagccctt gaatttccac gacatgtttc agcccttctt cgacatgata 840 

caccaggctc agcaggccat ggatgttaac ctgcacagac tcccccactt tccaatggaa 900 

ttcacagaag aagacaacca ggacggcgcc gtgtgcaagg agatccgtca caactccaca 960 

gggtgcctga agatgaagga ccagtgtgaa aagtgccggg agatcttgtc tgtggactgt 102 0 

tcgtccaaca accccgctca ggtccagctg cgacaggaac ttaataattc cctccagatt 1080 

gcagagaagt tcaccaagct tgtacgacga gctgctgcag tcctaccagg agaagatgtt 114 0 

caacacgtcc tccctgctga agcagctgga cgagcagttt agctgggtgt cccagctggc 1200 

gaatctcact cagactgagg acccgttcta tctccaggtc acgacggtga gttcccagac 1260 

ttctgactcc agtgctccct ctggcgtcac taaggtggtt gtgaagctct ttgattccga 132 0 

ccccatcacc gtgatcctcc cagaagacct ctccaggaac aatcctaaat ttatggagac 13 8 0 

cgtggcagag aaagcccttc aggaataccg ccagaagagc cgggaggagt gagatgggaa 144 0 

cactgcctct ccacatggca ggtgtctgag ttctgtcgcc cccgcgatga gcgataggcc 1500 

cctagagaga gctctgcatg tcaccgagtg accgggcctt ccttgaggcc ctcctgtccc 156 0 

ctcaccccgc ctgtcctccc tctggactct gcattgtaac accgtgttca ctgatcatgg 162 0 
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gaagaactcc tgtgtgccac taactcaata aaaccaccag taatctgaaa aaaaaaaaaa 1680 
aaaa 1684 



<210> 12 

<211> 2729 

<212> DNA 

<213> Homo sapiens 



<400> 12 

ggcacgaggt tgagggaaag ctgagagaat gaaggctcta aatccccagt ggaagcatga 60 

tatggcgaag cagagctggt gctgaattgt tctctctgat ggctctatgg gagtggatag 120 

cactgagtct tcattgctgg gttttagcgg ttgctgctgt ttcggatcag catgccacaa 180 

gccccttcga ctggctcctc tctgataagg gacccttcca tcgctcacag gaatacacag 24a 

attttgtgga cagaagccgg cagggattta gcacaagata caagatatac agggagtttg 3 00 

gccgctggaa agtaaataac cttgcagttg agagaagaaa tttccttggc tctcctctgc 3 60 

ctcttgcccc tgaattcttc cgcaacataa gacttttggg acgtcgacct acccttcagc 420 

aaatcacaga aaaccttatc aagaaatatg ggacacattt cttgctatct gctactctgg 4 80 

gaggagagga gtcactcaca atttttgtgg acaagcggaa gttgagcaaa cgagctgaag 540 

gaagtgattc caccaccaat agctcttcgg tcactctgga gacgctacat cagctagccg 600 

cttcttattt cattgacagg gacagcaccc ttcggagact tcaccacatt caaattgcat 660 

ccactgccat aaaggtaaca gaaacacgga ctggtcctct tggctgcagt aactatgaca 72 0 

acctagattc tgtcagttct gttctggttc agagtcctga gaataagatt cagttgcaag 7 80 

ggcttcaagt acttctccca gactatcttc aggaacgttt tgtacaagca gctttgagct 840 

acattgcttg caattcagag ggagagttta tctgcaagga aaatgactgc tggtgtcact 900 

gtggtcccaa atttccagaa tgcaactgcc cctccatgga cattcaagcc atggaagaga 960 

atcttcttcg aataactgaa acctggaaag cttacaacag tgactttgag gaatcagatg 102 0 

aattcaagtt atttatgaaa aggctaccta tgaattattt cctcaacaca tctactataa 1080 

tgcatttgtg gacaatggat tctaattttc agcgccgtta tgaacaactg gagaacagca 114 0 

tgaaacaact tttcctaaag gcgcagaaaa ttgtacacaa gctttttagc cttagcaaga 12 00 

ggtgtcataa acaacccctc atcagcctgc caagacaaag aacctcaacc tactggctta 12 60 

ctcgcatcca gtcttttctc tactgcaatg agaacggcct cctaggcagc ttttcagaag 1320 

agacgcactc gtgcacgtgt ccgaatgacc aggtggtctg caccgcgttc ctgccctgca 13 80 

cagtgggaga cgcctctgcc tgcctgacat gcgcaccaga caaccgcacc cgctgcggca 1440 

cctgcaacac cggctacatg ctcagccagg ggctctgcaa gcctgaagtc gccgagtcca 1500 

ccgatcacta tattggcttt gaaactgacc tgcaagatct cgagatgaaa tatctgctgc 15 60 

agaaaacgga cagacgaata gaagtccatg ccatttttat cagcaatgac atgcgcctca 162 0 

atagctggtt tgatccctcc tggcgtaagc ggatgctcct caccttgaag agcaataagt 1680 

acaagtcaag tctggtccat atgattttgg gtctctcttt acagatttgc ttaactaaaa 1740 

acagcacctt ggagccagtg ttggctgttt atgtcaatcc cttcggaggc agccactctg 1800 

agagctggtt tatgcctgtg aatgaaaaca gctttccaga ctgggagcgg actaagttgg 18 60 

acctacccct gcagtgttat aactggacat taactctggg gaacaaatgg aagacatttt 192 0 

ttgagacagt acacatctac ctgagaagtc gcatcaagtc caatggtccc aatggtaatg 1980 

agagcattta ctatgaacct ctggagttta ttgacccttc ccggaacctg ggctatatga 2040 

aaatcaataa cattcaagtg tttggctaca gcatgcactt tgaccctgaa gcaattcggg 2100 

acctgatttt gcagctggac tacccctata ctcagggatc ccaggattca gcacttttgc 2160 

aactactaga gatcagagac cgtgtaaata aactctcccc acctggtcag cgtcgtctag 2220 

atcttttctc ttgcttgctt cgtcatagac tcaagctgtc tactagtgag gtggtgagga 22 80 

tccaatctgc tctgcaggcg tttaatgcca aattgccaaa cacaatggat tatgacacga 2340 

ccaaattatg tagttaacca taaatgtcaa gcacaaccca aaatcttgaa ggagttttta 24 00 

cagtgctttt gtggaacagt ttatgtttgg aagagtaaat ttaaattgtc ttttcaatat 2460 

ctgtcttata tcagtcaata acattggatg gcaatttaca cacatgaact tgctgacaat 2520 

gaatatatta tacagcagtt ttggtttatg aatgacataa atactgacac cagtctagaa 2580 

gacattctac tttttacaat aaatttcatt tgtaatttta tatgttccgt ggcaatgctt 2640 

ttgtgcatta catcctctag agggaacata aaaagatacc aataaaattt tgtagctgaa 2 7 00 

cagttaaaaa aaaaaaaaaa aaaaaaaaa 2 72 9 
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<210> 13 

<211> 3265 

<212> DNA 

<213> Homo sapiens 



<400> 13 

ccacgcgtcc gcggacgcgt gggcggctgg gagcccacga ggctgccgca tcctgccctc 50 

ggaacaatgg gactcggcgc gcgaggtgct tgggccgcgc tgctcctggg gacgctgcag 120 

gtgctagcgc tgctgggggc cgcccatgaa agcgcagcca tggcggcatc tgcaaacata 180 

gagaattctg ggcttccaca caactccagt gctaactcaa cagagactct ccaacatgtg 240 

ccttctgacc atacaaatga aacttccaac agtactgtga aaccaccaac ttcagttgcc 300 

tcagactcca gtaatacaac ggtcaccacc atgaaaccta cagcggcatc taatacaaca 3 60 

acaccaggga tggtctcaac aaatatgact tctaccacct taaagtctac acccaaaaca 420 

acaagtgttt cacagaacac atctcagata tcaacatcca caatgaccgt aacccacaat 480 

agttcagtga catctgctgc ttcatcagta acaatcacaa caactatgca ttctgaagca 54 0 

aagaaaggat caaaatttga tactgggagc tttgttggtg gtattgtatt aacgctggga 600 

gttttatcta ttctttacat tggatgcaaa atgtattact caagaagagg cattcggtat 660 

cgaaccatag atgaacatga tgccatcatt taaggaaatc catggaccaa ggatggaata 720 

cagattgatg ctgccctatc aattaatttt ggtttattaa tagtttaaaa caatattctc 7 80 

tttttgaaaa tagtataaac aggccatgca tataatgtac agtgtattac gtaaatatgt 84 0 

aaagattctt caaggtaaca agggtttggg ttttgaaata aacatctgga tcttatagac 900 

cgttcataca atggttttag caagttcata gtaagacaaa caagtcctat cttttttttt 960 

ttggctgggg tgggggcatt ggtcacatat gaccagtaat tgaaagacgt catcactgaa 102 0 

agacagaatg ccatctgggc atacaaataa gaagtttgtc acagcactca ggattttggg 1080 

tatcttttgt agctcacata aagaacttca gtgcttttca gagctggata tatcttaatt 114 0 

actaatgcca cacagaaatt atacaatcaa actagatctg aagcataatt taagaaaaac 12 0 0 

atcaacattt tttgtgcttt aaactgtagt agttggtcta gaaacaaaat actccaagaa 12 6 0 

aaagaaaatt ttcaaataaa acccaaaata atagctttgc ttagccctgt tagggatcca 132 0 

ttggagcatt aaggagcaca tatttttatt aacttctttt gagctttcaa tgttgatgta 13 8 0 

atttttgttc tctggtaatt taggtaaact gcagtgttta acataataat gttttaaaga 144 0 

cttagttgtc agtattaaat aatcctggca ttatagggaa aaaacctcct agaagttaga 1500 

ttatttgcta ctgtgagaat attgtcacca ctggaagtta ctttagttca tttaatttta 1560 

attttatatt ttgtgaatat tttaagaact gtagagctgc tttcaatatc tagaaatttt 162 0 

taattgagtg taaacacacc taactttaag aaaaagaacc gcttgtatga ttttcaaaag 1680 

aacatttaga attctataga gtcaaaacta tagcgtaatg ctgtgtttat taagccaggg 174 0 

attgtgggac ttcccccagg caactaaacc tgcaggatga aaatgctata ttttctttca 1800 

tgcactgtcg atattactca gatttgggga aatgacattt ttatactaaa acaaacacca 1860 

aaatatttta gaataaattc ttagaaagtt ttgagaggaa tttttagaga ggacatttcc 192 0 

tccttcctga tttggatatt ccctcaaatc cctcctctta ctccatgctg aaggagaagt 1980 

actctcagat gcattatgtt aatggagaga aaaagcacag tattgtagag acaccaatat 2 04 0 

tagctaatgt attttggagt gttttccatt ttacagttta tattccagca ctcaaaactc 2100 

agggtcaagt tttaacaaaa gaggtatgta gtcacagtaa atactaagat ggcatttcta 2160 

tctcagaggg ccaaagtgaa tcacaccagt ttctgaaggt cctaaaaata gctcagatgt 222 0 

cctaatgaac atgcacctac atttaatagg agtacaataa aactgttgtc agcttttgtt 2280 

ttacagagaa cgctagatat taagaatttt gaaatggatc atttctactt gctgtgcatt 234 0 

ttaaccaata atctgatgaa tatagaaaaa aatgatccaa aatatggata tgattggatg 2400 

tatgtaacac atacatggag tatggaggaa attttctgaa aaatacattt agattagttt 2460 

agtttgaagg agaggtgggc tgatggctga gttgtatgtt actaacttgg ccctgactgg 252 0 

ttgtgcaacc attgcttcat ttctttgcaa aatgtagtta agatatactt tattctaatg 2580 

aaggcctttt aaatttgtcc actgcattct tggtatttca ctacttcaag tcagtcagaa 2 54 0 

cttcgtagac cgacctgaag tttctttttg aatacttgtt tctttagcac tttgaagata 2700 

gaaaaaccac tttttaagta ctaagtcatc atttgccttg aaagtttcct ctgcattggg 2760 

tttgaagtag tttagttatg cctttttctc tgtatgtaag tagtataatt tgttactttc 2 820 

aaatacccgt actttgaatg taggtttttt tgttgttgtt atctataaaa attgagggaa 2 880 

atggttatgc aaaaaaatat tttgctttgg accatatttc ttaagcataa aaaaaatgct 2940 

cagttttgct tgcattcctt gagaatgtat ttatctgaag atcaaaacaa acaatccaga 3000 

tgtataagta ctaggcagaa gccaatttta aaatttcctt gaataatcca tgaaaggaat 3060 

aattcaaata cagataaaca gagttggcag tatattatag tgataatttt gtattttcac 312 0 
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aaaaaaaaag ttaaactctt cttttctttt tattataatg accagctttt ggtatttcat 
tgttaccaag ttctattttt agaataaaat tgttctcctt ctaaaaaaaa aaaaaaaaaa 



aaaaaaaaaa aaaaaaaaaa aaaaa 



3180 
3240 
3255 



<210> 14 

<211> 2205 

<212> DKTA 

<213> Homo sapiens 

<400> 14 

ccacgcgtcc ggcaggcggc gacggctaca ccatgggccg gctgctgcgg gccgcccggc 60 

tgccgccgct gctttcgccg ctgctgcttc tgctggttgg gggagcgttc ctgggtgcct 12 0 

gtgtggctgg gtctgatgag cctggcccag agggcctcac ctccacctcc ctgctagacc 180 

tcctgctgcc cactggcttg gagccactgg actcagagga gcctagtgag accatgggcc 240 

tgggagctgg gctgggagcc cctggctcag gcttccccag cgaagagaat gaagagtctc 300 

ggattctgca gccaccacag tacttctggg aagaggagga agagctgaat gactcaagtc 360 

tggacctggg acccactgca gattatgttt ttcctgactt aactgagaag gcaggttcca 420 

ttgaagacac cagccaggct caagagctgc caaacctccc ctctcccttg cccaagatga 480 

atctggttga gcctccctgg catatgcctc ccagagagga ggaagaagag gaagaggaag 540 

aggaggagag ggagaaggaa gaggtagaga aacaagagga ggaggaagag gaggagctgc 600 

tccctgtgaa tggatcccaa gaagaagcca agcctcaggt ccgtgacttt tctctcacca 660 

gcagcagcca gaccccaggg gccaccaaaa gcaggcatga agactccggg gaccaggcct 72 0 

catcaggtgt ggaggtggag agcagcatgg ggcccagctt gctgctgcct tcagtcaccc 780 

caactacagt gactccgggg gaccaggact ccaccagcca agaggcagag gccacagtgc 84 0 

tgccagctgc agggcttggg gtagagttcg aggctcctca ggaagcaagc gaggaagcca 900 

ctgcaggagc agctggtttg tctggccagc acgaggaggt gccggccttg ccttcattcc 960 

ctcaaaccac agctcccagt ggggccgagc acccagatga agatcccctt ggctctagaa 1020 

cctcagcctc ttccccactg gcccctggag acatggaact gacaccttcc tctgctacct 1080 

tgggacaaga agatctcaac cagcagctcc tagaagggca ggcagctgaa gctcaatcca 1140 

ggataccctg ggattctacg caggtgatct gcaaggactg gagcaatctg gctgggaaaa 12 0 0 

actacatcat tctgaacatg acagagaaca tagactgtga ggtgttccgg cagcaccggg 12 60 

ggccacagct cctggccctg gtggaagagg tgctgccccg ccatggcagt ggccaccatg 13 2 0 

gggcctggca catctctctg agcaagccca gcgagaagga gcagcacctt ctcatgacac 13 80 

tggtgggcga gcagggggtg gtgcccactc aagatgtcct ttccatgctg ggtgacatcc 144 0 

gcaggagcct ggaggagatt ggcatccaga actattccac aaccagcagc tgccaggcgc 1500 

gggccagcca ggtgcgcagc gactacggca cgctcttcgt ggtgctggtg gtcattgggg 1560 

ccatctgcat catcatcatt gcgcttggcc tgctctacaa ctgctggcag cgccggctgc 162 0 

ccaagctcaa gcacgtgtcg cacggcgagg agctgcgctt cgtggagaac ggctgccacg 168 0 

acaaccccac gctggacgtg gccagcgaca gccagtcgga gatgcaggag aagcacccca 174 0 

gcctgaacgg cggcggggcc ctcaacggcc cggggagctg gggggcgctc atggggggca 1800 

agcgggaccc cgaggactcg gacgtgttcg aggaggacac gcacctgtga gcgcagccga 1860 

ggcgcaggcc gagtgggccg ccaggaccaa gcgaggtgga ccccgaaacg gacggcccgg 192 0 

agcccgcacc agccccgcgc ctacccgggc cgcccccgcg gcctggccct cggcgcgggc 19 8 0 

tccttcccgc ttcccccgac ttcacacggc ggcttcggac caactccctc actcccgccc 204 0 

gaggggcagg cctcaaagcc cgccttggcc ccgctttccc gcccctgaac cccggccccg 2100 

cgggcggcgg gcggcgcttc ctgcgccccg ggactcaatt aaacccgccc ggagaccacg 2160 

ccgggcccag cgaaaaaaaa aaaaaaaaaa aaaaaaaaaa aaaaa 2205 



<210> 15 

<211> 1103 

<212> DNA 

<213> Homo sapiens 



<400> 15 

ggcacgaggt cccaggttct ggactaataa gctcttctcg ttttgtactt ccctggtaag 
cttagtcttt cccatggctt tactcactgc ctactcacct gtggtttcca aactatgtcc 



60 
120 
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agcctcagcc 
gctctttcag 
ccctatttta 
aagttcctct 
ccctaccacc 
ccacatatcc 
tgggacctaa 
tagcttgtgt 
tgaattaatt 
tacttctgtt 
agggattata 
ctggcccctg 
actaggcttt 
cacatatttt 
gttatcaact 
actggttcat 
tgaaaaaaaa 



tctttctaag 
aacagcagca 
gtcaatggca 
ttcctcacct 
actggcttaa 
tttgctactg 
tgccactgta 
tcatctttta 
aaccacatct 
cttgcacttc 
tcactccctt 
ctagactttg 
aaaaatctcc 
actccctgcc 
actcagaaaa 
ettatttatt 



aaaaaaaaaa 



ctggagaact 
tgtataaact 
ctgtcatctg 
cactacagtt 
gttcagggta 
ccataccagg 
catgtttttc 
atctgagatg 
ctgattcaga 
cactaatctg 
gcttaacaat 
taaccacatc 
ccaacatgct 
taggacattt 
ttcttccctc 
tgtctccttc 



aaa 



ccatatatcc agctgcctac tatatagatg 
tgaactcatc tttcccactg ccctggttct 
cccactcaaa gccagaaact cggttatccc 
gaccatatgg atacaaccct gcctcttcct 
ccatactttc ttgtctggat tacactcttg 
ctgtttatag tgttggaata ggtatggtct 
aattgcctga aatgcccttc cctctttggc 
tcatgtacag gttttctgat tattcactcc 
tgtatgtaat ggcttcctta tttgtctccc 
gcagaataat cttcagaaaa cctaaggggt 
tttcagtggc ttccctaggc cctgcatgat 
tccctctgtt gctcactata ttctggccat 
gtttcctgcc tcaaaatcac tgcacacagt 
ttgctgtttt ttcttttcaa ccttttaggt 
agcaccataa gttgcaactc cttgtccatt 
atatttacat aattaaatct gttcctcact 



180 
240 
300 
360 
420 
480 
540 
600 
650 
720 
780 
840 
900 
960 
1020 
1080 
1103 



<210> 16 

<211> 682 

<212> DNA 

<213> Homo sapiens 

<400> 16 

ggcacgagct tcgctggtgg gaagaagccg agatggcggc agccagcgct ggggcaaccc 60 

ggctgctcct gctcttgctg atggcggtag cagcgcccag tcgagcccgg ggcagcggct 120 

gccgggccgg gactggtgcg cgaggggctg gggcggaagg tcgagagggc gaggcctgtg 180 

gcacggtggg gctgctgctg gagcactcat ttgagatcga tgacagtgcc aacttccgga 24 0 

agcggggctc actgctctgg aaccagcagg atggtacctt gtccctgtca cagcggcagc 3 00 

tcagcgagga ggagcggggc cgactccggg atgtggcagc atcctacctg gactgcggtg 3 60 

ctacgagggc ctgcgggcct ttgctgtgtg ccaccctccc tgtaagtcta tttaaaaaca 420 

tcgacgatac attgaaatgt gtgaacgttt tgaaaagcta cagcttccag cagccaaaag 480 

caactgttgt tttggcaaga cggtcctgat gtacaagctt gattgaaatt cactgctcac 54 0 

ttgatacgtt attcagaaac ccaaggaatg gctgtcccca tcctcatgtg gctgtgtgga 600 

gctcagctgt gttgtgtggc agtttattaa actgtccccc agataaaaaa aaaaaaaaaa 660 

aaactcgagg gggggcccgg ta 682 



<210> 17 

<211> 1738 

<212> DMA 

<213> Homo sapiens 



<400> 17 



gaaaagaaaa 
tccctatcta 
atgagacagt 
aagctctcat 
gggctcagac 
ggaattccag 
ggcatgggat 
gcccaggggc 
gttgggcaca 
ccatcaaccc 
ctctctggga 
ccttaaagga 
tcagtctctg 



gaaaggcctg 
tcgatggggc 
ggacaggatg 
tcccactccc 
actgagaagc 
ggggagcttg 
taatatgtga 
tgaaaaatgg 
cagtggccac 
tctccccagc 
aaggccctcc 
ctccctcttg 
tgggcttcat 



agagac caga 
tcataaaaga 
tgctcaccca 
tttttcttgg 
cagcgtcagg 
gcttggaggc 
cgtcaaaccc 
atgttggagg 
tgtgatgagc 
tgctggagtg 
cttcagggca 
ccccagctct 
tgaggacact 



tgtgcaactt cctgtccttg agcctcagtg 
tcccaccttg aagggaggtg gtgaccacaa 
gagcctgccg cgctgtgaat tgaatgacaa 
ctgcgatgtg gccactctgg cagcattcct 
aagctgatgc atgggcaaag gcaggtgcgg 
ttcttatgtc ctcaggctaa aatgattctg 
agggttgctg gccaatgccc ccccgaccag 
ctgggatgaa catgaatgtg tagcaactat 
caccaagatc cccctttctg gctggggaac 
ccactggatg atggacttca gcttgcccca 
gcttgtatcc aaagttcatc tcctgggggg 
ggacaactct gaaagtcaaa accaacttta 
gttgtgacat catagccaag ttatcccctt 



60 
120 
180 
240 
300 
360 
420 
480 
540 
600 
660 
720 
780 
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gcccaatcct gcttcctttt tccccaaaca ggtatccatt gcgagaatat ccgctaataa 840 

acatctgcac actcatctcc atctcagaat ctgcctcctg gtaacctaac ctatgatggg 900 

aactgctagg cagggaatgt cctgggagca attagggaag gcttcatgga agagacactg 960 

tttatgttag gccgaatctc agcaggtgta gggcttagtg ggtatcattg tgctgtagca 1020 

aaaagcacag ccactttgct gggtgcagtg gctcacgcct gtaatcccag cactttcgga 1080 

ggcctaggca ggcagttcac ttgaggttgg gagttcgaga ccagtatggc caacacggcg 114 0 

aaaccctgtc tatactaaaa atacaaaaat tagctgggtg tggtggctca tgcctgtaat 1200 

cccagcactt aggaggctga agcatgagaa ttgcttgagc ccaggaggca gaggttgcag 12 60 

cgagccacga tcccgccact gcactccagc cctctaactt gggtggcaga gcaacactcc 1320 

gtctcataaa aaaagaaaaa agcatagtca cttaactctc ttttgtgacc ttgagctagt 13 80 

tacttggcct ccttgagcct tggtttcctc ctcagtcagt aacatgagac tgataatccc 1440 

tccctcctag ggttcttaga aggttttcag aatgagtttc ttagcttcct ccccatggag 15 00 

agggggctga ggggtcttcc tgtgcacttg gtcctgcctc tttttttttt taaacccata 1560 

aaaattcacc tgttttattt tgtggggggt ggggaatatc cattacctca gacatttata 1620 

ttttatttgt attacaaaca atccagttat acgtttttat ttctaaatgt acaataaatt 1680 

actgttgact gtagtcaaaa aaaaaaaaaa aaaaaaaaaa aaaaaaaaaa aaaaaaaa 173 8 



<210> 18 

<211> 2053 

<212> DMA 

<213> Homo sapiens 



<400> 18 

ggcacgaggg ctcgctggcc gctcctggag gcggcggcgg gagcgcaggg ggcgcgcggc 60 

ccggggactc gcattccccg gttccccctc caccccacgc ggcctggacc atggacgcca 12 0 

gatggtgggc agtggtggtg ctggctgcgt tcccctccct aggggcaggt ggggagactc 18 0 

ccgaagcccc tccggagtca tggacccagc tatggttctt ccgatttgtg gtgaatgctg 240 

ctggctatgc cagctttatg gtacctggct acctcctggt gcagtacttc aggcggaaga 300 

actacctgga gaccggtagg ggcctctgct ttcccctggt gaaagcttgt gtgtttggca 3 60 

atgagcccaa ggcctctgat gaggttcccc tggcgccccg aacagaggcg gcagagacca 42 0 

ccccgatgtg gcaggccctg aagctgctct tctgtgccac agggctccag gtgtcttatc 48 0 

tgacttgggg tgtgctgcag gaaagagtga tgacccgcag ctatggggcc acagccacat 54 0 

caccgggtga gcgctttacg gactcgcagt tcctggtgct aatgaaccga gtgctggcac 6 00 

tgattgtggc tggcctctcc tgtgttctct gcaagcagcc ccggcatggg gcacccatgt 660 

accggtactc ctttgccagc ctgtccaatg tgcttagcag ctggtgccaa tacgaagctc 720 

ttaagttcgt cagcttcccc acccaggtgc tggccaaggc ctctaaggtg atccctgtca 780 

tgctgatggg aaagcttgtg tctcggcgca gctacgaaca ctgggagtac ctgacagcca 840 

ccctcatctc cattggggtc agcatgtttc tgctatccag cggaccagag ccccgcagct 90 0 

ccccagccac cacactctca ggcctcatct tactggcagg ttatattgct tttgacagct 960 

tcacctcaaa ctggcaggat gccctgtttg cctataagat gtcatcggtg cagatgatgt 102 0 

ttggggtcaa tttcttctcc tgcctcttca cagtgggctc actgctagaa cagggggccc 108 0 

tactggaggg aacccgcttc atggggcgac acagtgagtt tgctgcccat gccctgctac 114 0 

tctccatctg ctccgcatgt ggccagctct tcatctttta caccattggg cagtttgggg 12 0 0 

ctgccgtctt caccatcatc atgaccctcc gccaggcctt tgccatcctt ctttcctgcc 1260 

ttctctatgg ccacactgtc actgtggtgg gagggctggg ggtggctgtg gtctttgctg 132 0 

ccctcctgct cagagtctac gcgcggggcc gtctaaagca acggggaaag aaggctgtgc 138 0 

ctgttgagtc tcctgtgcag aaggtttgag ggtggaaagg gcctgagggg tgaagtgaaa 144 0 

taggaccctc ccaccatccc cttctgctgt aacctctgag ggagctggct gaaagggcaa 1500 

aatgcaggtg ttttctcagt atcacagacc agctctgcag caggggattg gggagcccag 156 0 

gaggcagcct tcccttttgc cttaagtcac ccatcttcca gtaagcagtt tattctgagc 162 0 

cccgggggta gacagtcctc agtgaggggt tttggggagt ttggggtcaa gagagcatag 1680 

gtaggttcca gttactcttc ccacaagttc ccttaagtct tgccctagct gtgctctgcc 1740 

accttccaga ctcactcccc tctgcaaata cctgcatttc ttaccctggt gagaaaagca 1800 

caagcggtgt aggctccaat gctgctttcc caggagggtg aagatggtgc tgtgctgagg 1860 

aaagggtatg cagagccctg cccagcacca ccacctccta tgctcctgga tccctaggct 192 0 

ctgttccatg agcctgttgc aggttttggt actttagaaa tgtaactttt tgctcttata 1980 

attttatttt attaaattaa attactgcaa aaaaaaaaaa aaaaaaaaaa aaaaaaaaaa 2040 
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aaaaaaaaaa aaa 



<210> 19 

<211> 985 

<212> DNA 

<213> Homo sapiens 



<400> 19 

tacggctgcg agaagacgac agaaggggga gatcctctac cgcagtcgtt tgaggaggcg 60 

gaactgaagt tttttcttaa ttatcatgtg acgggttctg gatttaatgg ggggaaaagg 12 0 

gcggaaaagg acaaggatcc aaactggcga atttgctgat cttcgcgtcc ctctccgctt 180 

tccggccggc agcgctgcca gggtatattt ccttttttcc gatcctgcaa cagcctcttt 240 

aaactgttta aatgagaatg tccttggctc agagagtact actcacctgg cttttcacac 3 00 

tactcttctt gatcatgttg gtgttgaaac tggatgagaa agcaccttgg aactggttcc 360 

tcatattyat tccagtctgg atatttgata ctatccttct tgtcctgctg attgtgaaaa 420 

tggctgggcg gtgtaagtct ggctttgacc ctcgacatgg atcacacaat attaaaaaaa 4 80 

aagcctggta cctcattgca atgttactta aattagcctt ctgcctcgca ctctgtgcta 540 

aactggaaca gtttactacc atgaatctat cctatgtctt cattccttta tgggccttgc 600 

tggctggggc tttaacagaa ctcggatata atgtcttttt tgtgagagac tgacttctaa 650 

gtacatcatc tcctttctat tgctgttcaa caagttacca ttaaagtgtt ctgaatctgt 720 

caagcttcaa gaataccaga gaactgaggg aaaataccaa atgtagtttt atactacttc 780 

cataaaacag gattggtgaa tcacggactt ctagtcaacc tacagcttaa ttattcagca 840 

tttgagttat tgagatcctt attatctcta tgtaaataaa gtttgttttg gacctcaaaa 900 

aaaaaaaaaa aaaaaaaaaa aaaaaaaaaa aaaaaaaaaa aaaaaaaaaa aaaaaaaaaa 960 

accggggggg gggccccccc cccaa 985 



<210> 20 

<211> 848 

<212> DNA 

<213> Homo sapiens 



<400> 20 

ccacgcgtcc gggctggagc acccctgtcc ctcaccagtc agctgacagt gccggggcac 60 

agccttgggc atgaggctcc cagcctggtg caggcacacc acattggcga tctcctgctg 120 

gcactgcttg gtgctggccc gggccagtgc agacagtgcg tccttgccca cgatctcgca 18 0 

cttgggggtg aagccattgt ccgtgggctg gggggcgccc tccacgctcc ctgtatctcc 240 

gtgtggtggg aagccagctg cccctaccag cgcctcccca gctgctgccc cactcaggtt 300 

ctggcggcct ggggcttccg ggggtggggc aggtgggacc cgccggctgg ctctctgccg 360 

gctggttact gcccgtacca ccttggccac gggcactcct gggctctcag cacggccccg 42 0 

ccagcgccca tgccttctgc ctgtgctgcc ccgtcgccct gctgaactgt ctgtgtcctt 480 

ggaaccctcg ccagggtcca gtggccgtgg cttcctctgc cttcctttct gtaagagaga 54 0 

tgcagacaca tcactggggc agaccctcac ctcctcctgt tccttgagtt ccatcttggt 600 

tgggggcacc ctcagaccta gatgttcctg cccacctttt acccagagaa gcgcttttca 660 

cctaaggact ccgcacaatc agtaccacca tgggagcacc tccctggcca gccactgagg 72 0 

gcgcactggg cctccctcca tcataccaac acccccgtcc cccactggct ctcagattac 780 

atggcagtgt gcttggttaa aaaaaaaaac aaaaaaaaaa aaaaacaaaa aaaaaaaaaa 84 0 

aaaaaaaa 84 8 



<210> 21 

<211> 1097 

<212> DNA 

<213> Homo sapiens 

<400> 21 

ggcacgagat tatatatagg tgcctgctaa aaatgaggag atggtaatat tttcacacac 60 
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aaagggaact ctcatacact cttggtggga atgtaagttg gtacagccat tatggaaaac 
agtatggcag ttcccctaaa aacagaacta ccatatgacc cagcaatccc tctgctgagt 
atcccaaagg aaatgaaatc agcacttcat agagatatct gcattctcat gctcactgca 
gcattattca caatagccaa gacagagaaa caacataagt gcccatcaat agatgaacag 
ataaataatt tgcagtatat atgtacaatg gaatatcatt cagccttaca aaaggagatg 
ctgctatatt tgcaataaca tgggtgaacc tggaggacgt tacgctaagt aaaataacaa 
tattgaagga aagaaataat actgaaagaa aaatattgct tgatctcact tatatatgga 
acttaaaaac tacacataga aacagggtag aatggtagtt atccaggctg ggaggaagag 
aaaacaagga gatgtaggtc aaagggtaca aacttgcagt tctattggat gaatgtctag 
agagctaatg tacagcatga gaactatagt taatattgta tatggaaaat ttgctgagag 
actagatttt aggtattcta cctcaattaa aaaggtaatt gtggccaggc acggtggctt 
acgcctgtaa tgccagcact ttgggaggcc taagcgggag gatcacgagg tcaggagatc 
gagaccacag tgaaaccccg tctttactaa aaatacaaaa aaaaaaaaat tagccgagtg 
tggtggggag cgcctataat cccagctgct tcggaggctg gggcatgaga atcgccggaa 
ccggggaggc aggggttgca gtgagccgtg atcgtgccac tgcactccag cctggacgac 
aaagcgagcc tccatctcaa aaaaaaaaaa aaaaaaaaaa aaaaaaaaaa aaaaaaaaaa 
aaaaaaaaaa aaaaaaaaaa aaaaaaaaaa aaaaaaaaaa aaaaaaaaaa aaaaaaaaaa 



120 
180 
240 
300 
360 
420 
480 
540 
600 
660 
720 
780 
840 
900 
960 
1020 
1080 
1097 



aaaaaaaaaa aaaaaaa 



<210> 22 

<211> 665 

<212> DMA 

<213> Homo sapiens 

<400> 22 

acgcgtccgg gcacagggga tggtgtgcat tcagagcatt gggttggggg cttccctgtt 6 0 

ccctcagccc cagtcgagag gaaagagaat cgggccactg ccagaaagag agtcaagcaa 12 0 

acctggaagg gcaaatctga gagtgggaag gccaaaggcc gaggcccaga tttagtattc 180 

actagcagcg ccttcgggta gcaggatgat tccttttcct gcctgtctgc tgctggctct 240 

cttccctaag gtacaggttg gcaggaccac ctccgcctac ttctccacca tccctagcat 300 

gccagcccgt tcccagatca acctgccagt ggagtcaggc agtgcactcc tggagccaag 3 60 

agggaagggc agggtagaga gggtatgtcc agtagcctgg agctccatgg tggcttcatg 42 0 

cctcccttct cccagctcag gtggccctga gggctccctc ggaacagtgc ctcaaatcct 480 

gacccaaggg ccagcatggg gaagagatgg ttgcaggcaa aatgcacttt atagagattt 54 0 

tctattgctg ggaaggtgtg tttctcccac aatttgtttg tgaatattca cttgttttat 600 

aaatgtctga cctgtcttga aaaaaaaaaa aaaaaaaaaa aaaaaaaaaa aaaaaaaaaa 660 

aaaaa 665 



<210> 23 

<211> 700 

<212> DNA 

<213> Homo sapiens 

<400> 23 

ggcacgaggg cccctgggcc tgctggaccc cgcagaaggg ctttcgagga ggaagaagac 60 

gtcgctctgg tttgtggggt ctctgctgct ggtgtccgtc ctcatagtca ccgtcgggct 12 0 

ggctgccacc accaggacgg agaatgtgac cgttgggggc tactacccag ggatcattct 18 0 

cggctttgga tctttcttag gaattattgg catcaacttg gtggagaata gaaggcaaat 240 

gctggtggca gcgatcgtgt ttatcagttt tggcgtggtg gccgccttct gctgcgccat 300 

cgtggacggc gtatttgcag cacagcacat tgaaccgaag gcccctcacc acgggaagat 360 

gccagtttac tccagtgggg tggggtactt gtacgatgtc taccagacag aagtgagcag 42 0 

gagcactgag attcacgtgg gtttgctcaa ctaaccccgc cgaccccacg cgttttccct 480 

gcacataggc gtggtctgaa tatttgggtt ctaaaagttc ctggggtcac cctgcaactg 54 0 

gtgaaccgtt gatgccccct gtgtttggga ccttgacatt tcgatgtgct gtattttact 600 

ctggagtcag agttctggac ttgcttcatt aaatcacaac agtctcagaa aaaaaaaaaa 660 

aaaaaaaaaa aaaaaaaaaa aaaaaaaaaa aaaaaaaaaa 70 0 
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<210> 24 

<211> 1828 

<212> DNA 

<213> Homo sapiens 



<400> 24 

ggcacgagag acagagcttt tgtggcttcc ggatggcttc tctgtccata tagtcgctat 60 

aaatctttgc ctcccaataa ttttattcaa catgttggga taatggaggc taagggaagc 120 

tcagatgtat ggttctgctg cagcaaagtg tttgcctgct ttatttagct aatacttttt 180 

tttcttcttc ttcttcttct tttttttttt tttaacagac agatgaaagc agtggttttg 240 

ttaaaggcct tttcttttag cctctgctct gcaatctcgc cagtaacccc tgggttcaga 300 

cagaccatta atgttttaga tactgtggca ttcagtgctt tcttcatata tttgtttact 360 

gttactgctt caataaactt ttacgcctat ttcagtagtt ttctggcggg agctccgttt 420 

attaaaattt agtgacccag cactaagagg ggtacagttc aaatagtggt gcttctgaca 480 

gggttttgtg tcaaactaga gaaaataatg gggaaacgaa agctgccaaa atgtgtctcc 540 

caattactaa ttaataagga gagaagggac ctcagtgata gatctggtgt ctgccattgc 600 

agcaacttgg ggatacttta ttttaaatac tgtataaaac aaattaaacc atcagagaat 660 

gtagcacccc aggtattttg tatcacaagt gataattttt ttaaagtctg tgaaaagcca 72 0 

ggcaaaaaac aaaatttgaa atgaaatctt tgtactcttt acctatagta tcaaaatata 780 

aagctattct aaagagtatt tccctgatta ataagcaatt cctttattct tattaatatt 840 

ttagttacag acatgatagt gttcttcttg gtttcagtat gggtgtagca ttgtatacat 900 

actttattgt caacaaagat tcaaggaaac attttaaaat tttcccacca tatgcttgtc 960 

attaatattt tgaaaattac tgtaattgaa gaccagaacc tcccccactt gccaaatata 1020 

tatatatata tatatatata tatatatata tatatatata tatgtttatg ccatctcaga 1080 

ggttccagtc tttttctggc agtgttccca ctgtggttgc tagaaccata attaaatgcc 1140 

tgttattagt gtattttttc catagcattt acagcatcaa aagcaaaggg tcttgtatgg 12 00 

aactatagct atcaagggaa caatgaaaac taattacaca ctttgacatc accatagtca 12 60 

actatactct tgggaagaca acatgacaga ggtggtgtgt gttgaggggg tgggtatatg 1320 

tatacacgat attccataag aatatgtaca cctaaggtca gacataccta ttggtttacc 13 80 

ttcatcctct gttctctgaa ggaaa^aaaa tgtagaaagg actattaatt tagttaatta 1440 

aaatgaaaaa atgcagttct ttgttaggaa gggtctccct attttagcgt tcttcctttg 15 00 

taatatgaac tgagagaacc cagcaatatc tgtgagtctg aatatctcgt tattttgaat 1550 

attattttgg catggtcttg ttatcaatac atatattaac atatctgact attatcatta 1620 

cgtcttttgc aaattatttt ttttttactt agctctagat ttttcattga catctggtta 1680 

tttgagagct aatcacttca tttattatgt aaatctctct attgctattt ttctcttttg 1740 

atggctttta gccattttat tgtctctggg cctgtagacc tatggaagat ttgagaaaga 1800 

aaaggaaact aaaaaaaaaa aaaaaaaa 1828 



<210> 25 

<211> 692 

<212> DNA 

<213> Homo sapiens 



<400> 25 

ccacgcgtcc gcaaggaagt ctggtggccg ttgagcactt gggggttgtt ttgtgtttgg 60 

aatcagtctg atttcagcta gtcatggctg ctggtgggtg cctccttctt cttgccttct 120 

ttccattgtc tagagggagc catttccact tgcagaagcg agcccttgca gaggcatctt 180 

ttgaagcaac tctgtgtgag ttgtttgtca tagaaactgc tagcaaggga actctgctaa 240 

taataactat taggcaccta gtaacctata ttatagtaat atttaagtgc catatgctta 3 00 

aaaatgaaat gaattcaagt ataaaacctc atttccagtg atacatattt tttatccaga 360 

agaattgaac ttgataaact tgtctaaagt ggaaggacaa tctaactgga cattgttttt 42 0 

aaggtcatag tctttaaggt caaattaagt atgagactca agttcagtga tttcttcctt 480 

cctcactgct tccttctccc tttcccatct tgacttctgg aatagccctt gccaaatacc 540 

agggatcata ctgcataaac tagattttca gtgtctgcat gttttctaga taacatctcc 600 

tttaaagcat tggcttttct ttaaggagat ctgctgagat tctgctccct caagctagca 660 
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cgctaactgg 



tatctacaaa 



aaaaaaaaaa 



aa 



692 



<210> 26 

<211> 700 

<212> DNA 

<213> Homo sapiens 

<400> 26 

ccacgcgtcc ggtccttgct tatgttttgg gagacccagc catctaccaa agcctgaagg 60 

cacagaatgc gtattctcgt cactgtcctt tctatgtcag cattcagagt tactggctgt 120 

catttttcat ggtgatgatt ttatttgtag ctttcataac ctgttgggaa gaagttacta 180 

ctttggtaca ggctatcagg ataacttcct atatgaatga aactatctta tattttcctt 240 

tttcatccca ctccagttat actgtgagat ctaaaaaaat attcttatcc aagctcattg 300 

tctgttttct cagtacctgg ttaccatttg tactacttca ggtaatcatt gttttactta 360 

aagttcagat tccagcatat attgagatga atattccctg gttatacttt gtcaatagtt 420 

ttctcattgc tacagtgtat tggtttaatt gtcacaagct taatttaaaa gacattggat 4 80 

tacctttgga tccatttgtc aactggaagt gctgcttcat tccacttaca attcctaatc 540 

ttgagcaaat tgaaaagcct atatcaataa tgatttgtta atattattaa ttaaaagtta 600 

cagctgtcat aagatcataa ttttatgaac agaaagaact caggacatat taaaaaataa 660 

actgaactaa aacaaaaaaa aaaaaaaaaa aaaaaaaaaa 700 



<210> 27 

<211> 2752 

<212> DNA 

<213> Homo sapiens 



<400> 27 



agacatagct 
ttgaggaaaa 
acagtcagca 
actctgcagt 
acccagcagg 
tttagccaag 
gtgataatac 
cctcccaaga 
tctgtatact 
tatctttacg 
cctaacttaa 



ttttcaaaac 
ccagttcttc 
ggaatcaaag 
aatgccctgg 
ttcaacaaca 
atccgggacc 
ccaaacagtt 
gtacaacata 
aacttaagta 
agcaaggatg 
cgaaacaaag 
taccatttaa 
actaatgatg 
ctttactgga 
tttcccatga 
ctttgttttc 
agcagatagt 
agagctaata 



ggccactagt 
ctacacttct 
actcacgcat 
attatgagga 
ccaatgagaa 
aagaaaatga 
gtgaagaagt 
cacgattcaa 
gaagactcga 
tttctctgtt 
ctcccaagct 
caaatgcatt 
aatccgtgcc 
tagcttcaat 
gcattgaaga 
ttatttgctt 
taaatgaaag 
ttggtttaat 
ttcaaaatct 
taatatgaaa 
aaatcatgtt 
taagtacgag 
tcccaaaagc 
tcgctcattc 
ctcctatcaa 
ctcatattta 
cagaaatgtt 



ccacaaaaaa 



tttctcattc 



accctccc; 



ttattaactt 
cctgttactg 
tatctatgat 
taaatacctg 
aagtcttcaa 
tgaaatgccc 
tgacattgat 
caaaattaaa 
ttttacagga 
agaagaactt 
cactttattt 
caaaaaactg 
tcttaattta 
tacagatgac 
gatacgcctg 
aaaaagatta 



cttcaaaaca 



tacatataat 
atatttaaac 
tttatataaa 
gataaatcca 
atttaaggta 
ttcttttatg 
ggcagctatt 
ggaaaacttt 
caagttattt 



tacacctaca 
attaaccttg 



ttggggctaa tgcacagaca tgaacatcta 
gctacaacgg gaaaaagaga gttttgtccc 
ccagtcacct tgatttttgc taaaatgaag 
cttgtgcctc tgataaagcc agcaccacca 
tatggaacag ataattttga agaatccata 
gatggaaaaa atattaagga aaaagaaact 
ttacaaaaag atgaggcaat aacaccatta 
acgtgtctgc tgtgtgtttg tttaagtggc 
gctgtaccac ccttaccaaa ggaatcagcc 
aagctgactg ccaaagattt tgcagacata 
aatttgatag aagatataga agatggtact 
tcacttgctg aaaatcaact actaaaactt 
aatgcaaaat acaacaaaat caagagtagg 
aataacctca ccttcctcta cttggaccat 
ccagaaagtc tacgtgtaat tcatcttcag 
acattctgca aggctaatga caccagttac 
gagggcaatc caatcgtcct gggaaagcat 
ccgatagggt catactttta acctctattg 
ctaatagtct gtctcaacaa tgwgtaaagg 
tatctcattt tgaaggaatt taatatttta 
aagtaaaaag taagactgaa tgtctacgtt 
agcattacaa aatcctagtt tatactagac 
tgcccaaatt tgagatgcat tattcctatt 
agaaactttc aactctttgc ctttcctggc 
catgttccaa aaactttgaa aagctaaatg 
attcatacgt tattccttat aaagtaagaa 
ttattaaatt tttcacttag tctgagaaat 
ccaaataaaa taaatgttat tctctgataa 
tactttctgg taatgtcttc agtaaaatat 



1020 
1080 
1140 
1200 
1260 
1320 
1380 
1440 
1500 
1560 
1620 
1680 
1740 



120 
180 
240 
300 
360 
420 
480 
540 
600 
660 
720 
780 
840 
900 
960 



60 
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tttctttatc taaatattaa cattctaagt ctaccaaaaa aagttttaaa ctcaagcagg ISaO 

ccaaaaccaa tatgcttata agaaataatg aaaagttcat ccatttctga taaagttctc 1860 

tatggcaaag tctttcaaat acgagataac tgcaaaatat tttcctttta tactacagaa 1920 

atgagaatct catcaataaa ttagttcaag cataagatga aaacagaata ttctgtggtg 1980 

ccagtgcaca ctaccttccc acccatacac atccatgttc actgtaacaa actgaatatt 2040 

cacaataaag cttctgagta acactttctg attactcatg ataaactgac atggctaact 2100 

gcaagaatta aatcttctat ctgagagtaa taatttatga tgactcagtg gtgccagagt 2160 

aaagtttcta aaataacatt cctctcactt gtaccccact aaaagtatta gtctacacat 2220 

tacattgaag ttaaacacaa aattatcagt gttttagaaa catgagtccg gactgtgtaa 2280 

gtaaaagtac aaacattatt tccaccataa agtatgtatt gaaatcaagt tgtctctgtg 2 34 0 

tacagaatac atacttattc ccatttttaa gcatttgctt ctgttttccc tacctagaat 24 00 

gtcagatgtt tttcagttat ctccccattt gtcaaagttg acctcaagat aacatttttc 2460 

attaaagcat ctgagatcta agaacacaat tattattcta acaatgatta ttagctcatt 2520 

cacttatttt gataactaat gatcacagct attatactac tttctcgtta ttttgtgtgc 2580 

atgcctcatt tccctgactt aaacctcact gagagcgcaa aatgcagctt tatacttttt 2 640 

actttcaatt gcctagcaca atagtgagta catttgaatt gaatatataa taaatattgc 270O 

aaaataaaat ccatctaaat agaaaaaaaa aaaaaaaaaa aaaaaaactc ga 2752 



<210> 28 

<211> 947 

<212> DNA 

<213> Homo sapiens 



<400> 28 

ggcacgagac tgttactccc ttgaatttat aaacaaggag gctcaaagag ctgaagatta 60 

aagagatgaa gtatctaggc taaggtcaca gagctagcaa atgacatatg ctagatctaa 12 0 

gcccaagtct gactctaaaa ttctgctttc ttcatttagt ttttctgcca ttcaaagttt 180 

actgccagct cctccaggaa cttctgagta agcctgtctc caaattgccc ctaactcctc 240 

agtgccagtc atgggccagg cccctggggg acttggaatg agtaaaacat gcacctattg 3 00 

ttaaggttca cctggtccag aaggggaggc agacccacct gcccaccatg acccggacag 3 60 

aggcgataaa tacggagcac ctcatggcca gggcctggag gattcccacc ataccctacc 42 0 

cagcgccaat aacagaggga ccctggagtt gtgtacacaa gatagcagtt cagtgcttgc 480 

acacatacta gttgagaagg gaaatcaggg ctaatgaaac agctcaactg tctggcagag 54 0 

ccaggctcct tctgccatga tacagtttgg atgtttgtcc ctttctaatc ttatatggaa 60 0 

atttgatccc cagtgttgaa ggtggggcct ggtgggagat gttcctgtta tcgggatgga 66 0 

tccttcatga atagcctggt gccatctttg tggtaacaag tgagttctca cttgattagt 720 

ttctgtgaga actgtttgtt aaaaagagcc tggtggcacc tccctccctt cttcctcctt 780 

ctcttgctat gtgatgctgc tgccctttgc cttccgtcat gagtggaagc tccctgaagc 84 0 

ccccaccaga agcaaatgct ggcaccatgc tgcttgtaca gcctgcagaa ctgtgagcca 90 0 

aataaacctc ttttctttat aaattaaaaa aaaaaaaaaa aaaaaaa 947 



<210> 29 

<211> 932 

<212> DNA 

<213> Homo sapiens 



<400> 29 

acgcgtccgg cagcacctgc atttggattt ggcagcagtc aagcagcaac atttatgtcg 60 

ccaggctttc cagtcaataa cagcagcagt gataatgctc agaactttag ttttaaaaca 120 

aactctggat ttgctgctgc ctcttctgga agccctgctg gttttgggag ttccccagca 180 

tttggagctg cagcctctac cagttcaggt atctctactt ctgctccagc ttttggattt 240 

gggaagcctg aagtcacatc ggctgcatca ttttcattca aaagccctgc agcttccagt 3 00 

tttggatcac ctggattttc aggacttcca gcttccttgg caacaggtcc tgtcagagct 360 

cccagtggcc ccagcctttg gaggtggcag ttctgtggct ggttttggta gtccggggct 42 0 

cacattctca cactggcttt ttctaagcca tccagtggac acttttggaa atagccaggc 480 

atatcccact tctctgtcag cccttcaagc cagcatcaat tgcaacagat aatgtgttat 540 
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tcacacccag aaataaacta acagtagaag aactggaaca atttcaatcc aagaaattta 600 

ctctgggaaa aattccatta aagcctccac ctctggaact tctaaatgtt taaaagggca 660 

attttaaata caaaaaagaa tgatgtttaa aattgctttg agtgattcat acagagatgt 72 0 

atatatgcat acatgtatat attcataagg aatataagct tccatcaata gtgattttaa 78 0 

atttgatttt tttcttaact ctaaatattt aagtaaaaag taacaaaaac tctgcaagca 84 0 

agggaatttt tttgtactgt aattttgaat ggaactgaaa aattatgcac gaataaagta 900 

cttttctcat gccaaaaaaa aaaaaaaaaa aa 93 2 



<210> 30 

<211> 1670 

<212> DNA 

<213> Homo sapiens 



<400> 30 

ccacgcgtcc ggcacggtcg ccaggcaccg ctgaccgagg cctgctggga ttccagaatt 60 

ggagagggag gcaccatgaa gactctcctg ctgctggtgg ggctgctgct gacctgggag 12 0 

aatggacggg ttctgggaga ccagatggtc tcagacactg agctccagga aatgtccacc 18 0 

gaggggagta agtacattaa tcgggaaatt aaaaatgctc tcaagggggt gaagcagata 24 0 

aagacactaa tagaacaaac aaacgaggag cgcaaatccc tgctcaccaa cttggaagaa 300 

gccaagaaga agaaagagga tgccctgaat gacaccaagg attcagaaat gaagctgaag 360 

gcgtcgcagg gggtgtgcaa tgacaccatg atggccctct gggaggagtg taagccctgc 420 

ctgaaacaga cctgggggaa gggtctacgc ccgagtctgc agaagcagca cagggctggt 480 

tggccaccag gttgaggagt tcctgaacca gagttctccc ttctacttct ggattaatgg 540 

cgaccgcatc gactccctgc tggagaacga ccggcagcag acccacgccc tggatgtcat 600 

gcaggacagt ttcgaccggg catccagcat catggatgag ctgttccagg acagattctt 660 

cacccgtgag gcccaggacc ctttccactt ctcacccttc agctcattcc agcggaggcc 720 

ttttttcttc aatatcaagc accgctttgc ccggaacata atgcctttcc ctggctacca 780 

gcccttgaat ttccacgaca tgtttcagcc cttcttcgac atgatacacc aggctcagca 84 0 

ggccatggat gttaacctgc acagactccc ccactttcca atggaattca cagaagaaga 900 

caaccaggac ggcgccgtgt gcaaggagat ccgtcacaac tccacagggt gcctgaagat 960 

gaaggaccag tgtgaaaagt gccgggagat cttgtctgtg gactgttcgt ccaacaaccc 1020 

cgctcaggtc cagctgcgac aggaacttaa taattccctc cagattgcag agaagttcac 1080 

caagcttgta cgacgagctg ctgcagtcct accaggagaa gatgttcaac acgtcctccc 1140 

tgctgaagca gctggacgag cagtttagct gggtgtccca gctggcgaat ctcactcaga 12 00 

ctgaggaccc gttctatctc caggtcacga cggtgagttc ccagacttct gactccagtg 1260 

ctccctctgg cgtcactaag gtggttgtga agctctttga ttccgacccc atcaccgtga 1320 

tcctcccaga agacctctcc aggaacaatc ctaaatttat ggagaccgtg gcagagaaag 1380 

cccttcagga ataccgccag aagagccggg aggagtgaga tgggaacact gcctctccac 1440 

atggcaggtg tctgagttct gtcgcccccg cgatgagcga taggccccta gagagagctc 15 00 

tgcatgtcac cgagtgaccg ggccttcctt gaggccctcc tgtcccctca ccccgcctgt 1560 

cctccctctg gactctgcat tgtaacaccg tgttcactga tcatgggaag aactcctgtg 1620 

tgccactaac tcaataaaac caccagtaat ctgaaaaaaa aaaaaaaaaa 1670 



<210> 31 

<211> 2072 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> SITE 
<222> (2065) 

<223> n equals a,t,g, or c 
<400> 31 

ggaagagcgc ggcacttccg ctggccgctg gctcgctggc cgctcctgga ggcggcggcg 6 0 

ggagcgcagg gggcgcgcgg cccggggact cgcattcccc ggttccccct ccaccccacg 12 0 



15 



cggcctggac catggacgcc agatggtggg cagtggtggt gctggctgcg ttcccctccc 180 

taggggcagg tggggagact cccgaagccc ctccggagtc atggacccag ctatggttct 24 0 

tccgatttgt ggtgaatgct gctggctatg ccagctttat ggtacctggc tacctcctgg 30 0 

tgcagtactt caggcggaag aactacctgg agaccggtag gggcctctgc tttcccctgg 360 

tgaaagcttg tgtgtttggc aatgagccca aggcctctga tgaggttccc ctggcgcccc 42 0 

gaacagaggc ggcagagacc accccgatgt ggcaggccct gaagctgctc ttctgtgcca 480 

cagggctcca ggtgtcttat ctgacttggg gtgtgctgca ggaaagagtg atgacccgca 540 

gctatggggc cacagccaca tcaccgggtg agcgctttac ggactcgcag ttcctggtgc 600 

taatgaaccg agtgctggca ctgattgtgg ctggcctctc ctgtgttctc tgcaagcagc 66 0 

cccggcatgg ggcacccatg taccggtact cctttgccag cctgtccaat gtgcttagca 720 

gctggtgcca atacgaagct cttaagttcg tcagcttccc cacccaggtg ctggccaagg 78 0 

cctctaaggt gatccctgtc atgctgatgg gaaagcttgt gtctcggcgc agctacgaac 840 

actgggagta cctgacagcc accctcatct ccattggggt cagcatgttt ctgctatcca 900 

gcggaccaga gccccgcagc tccccagcca ccacactctc aggcctcatc ttactggcag 960 

gttatattgc ttttgacagc ttcacctcaa actggcagga tgccctgttt gcctataaga 1020 

tgtcatcggt gcagatgatg tttggggtca atttcttctc ctgcctcttc acagtgggct 1080 

cactgctaga acagggggcc ctactggagg gaacccgctt catggggcga cacagtgagt 1140 

ttgctgccca tgccctgcta ctctccatct gctccgcatg tggccagctc ttcatctttt 12 00 

acaccattgg gcagtttggg gctgccgtct tcaccatcat catgaccctc cgccaggcct 1260 

ttgccatcct tctttcctgc cttctctatg gccacactgt cactgtggtg ggagggctgg 1320 

gggtggctgt ggtctttgct gccctcctgc tcagagtcta cgcgcggggc cgtctaaagc 13 80 

aacggggaaa gaaggctgtg cctgttgagt ctcctgtgca gaaggtttga gggtggaaag 1440 

ggcctgaggg gtgaagtgaa ataggaccct cccaccatcc ccttctgctg taacctctga 15 00 

gggagctggc tgaaagggca aaatgcaggt gttttctcag tatcacagac cagctctgca 15 60 

gcaggggatt ggggagccca ggaggcagcc ttcccttttg ccttaagtca cccatcttcc 162 0 

agtaagcagt ttattctgag ccccgggggt agacagtcct cagtgagggg ttttggggag 1680 

tttggggtca agagagcata ggtaggttcc agttactctt cccacaagtt cccttaagtc 1740 

ttgccctagc tgtgctctgc caccttccag actcactccc ctctgcaaat acctgcattt 1800 

cttaccctgg tgagaaaagc acaagcggtg taggctccaa tgctgctttc ccaggagggt 1860 

gaagatggtg ctgtgctgag gaaaggggat gcagagccct gcccagcacc accacctcct 1920 

atgctcctgg atccctaggc tctgttccat gagcctgttg caggttttgg tactttagaa 1980 

atgtaacttt ttgctcttat aattttattt tattaaatta aattactgca aaaaaaaaaa 2040 

aaaaaaatntc gggggggggc ccggncccca at 20 72 



<210> 32 

<211> 985 

<212> DNA 

<213> Homo sapiens 



<400> 32 

tacggctgcg agaagacgac agaaggggga gatcctctac cgcagtcgtt tgaggaggcg 60 

gaactgaagt tttttcttaa ttatcatgtg acgggttctg gatttaatgg ggggaaaagg 12 0 

gcggaaaagg acaaggatcc aaactggcga atttgctgat cttcgcgtcc ctctccgctt 18 0 

tccggccggc agcgctgcca gggtatattt ccttttttcc gatcctgcaa cagcctcttt 240 

aaactgttta aatgagaatg tccttggctc agagagtact actcacctgg cttttcacac 30 0 

tactcttctt gatcatgttg gtgttgaaac tggatgagaa agcaccttgg aactggttcc 360 

tcatattyat tccagtctgg atatttgata ctatccttct tgtcctgctg attgtgaaaa 420 

tggctgggcg gtgtaagtct ggctttgacc ctcgacatgg atcacacaat attaaaaaaa 480 

aagcctggta cctcattgca atgttactta aattagcctt ctgcctcgca ctctgtgcta 540 

aactggaaca gtttactacc atgaatctat cctatgtctt cattccttta tgggccttgc 600 

tggctggggc tttaacagaa ctcggatata atgtcttttt tgtgagagac tgacttctaa 660 

gtacatcatc tcctttctat tgctgttcaa caagttacca ttaaagtgtt ctgaatctgt 72 0 

caagcttcaa gaataccaga gaactgaggg aaaataccaa atgtagtttt atactacttc 780 

cataaaacar gattggtgaa tcacggactt ctagtcaacc tacagcttaa ttattcagca 84 0 

tttgagttat tgagatcctt attatctcta tgtaaataaa gtttgttttg gacctcaaaa 900 

aaaaaaaaaa aaaaaaaaaa aaaaaaaaaa aaaaaaaaaa aaaaaaaaaa aaaaaaaaaa 960 

accggggggg gggccccccc cccaa 985 
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<210> 33 

<211> 1380 

<212> DNA 

<213> Homo sapiens 



<400> 33 

tgaagacgcc ctccgtcagc gacgccgtcg caatggccat ttgtcaattc ttccttcaag 6 0 

gccggtgccg ctttggagat cggtgctgga acgaacatcc cggtgctagg ggtgcaggag 12 0 

gaggacggca gcaaccgcag cagcagcctt caggtaataa tagacgtgga tggaatacaa 18 0 

ctagccagag atattccaat gtcatccagc catccagttt ctccaaatcc acaccatggg 24 0 

ggggcagcag agatcaagaa acctaatatt tcaggtttta cagacatttc accagaggaa 300 

ttgaggcttg aataccataa cttcttaacc agcaataact tacagagtta tctaaattct 360 

gtccaacgtt taataaatca atggaggaac agggtaaatg aactgaaaag tctaaatata 42 0 

tcaactaaag tagctttgct ctctgatgta aaggatggag taaatccggc agcacctgca 480 

tttggatttg gcagcagtca agcagcaaca tttatgtcgc caggctttcc agtcaataac 54 0 

agcagcagtg ataatgctca gaactttagt tttaaaacaa actctggatt tgctgctgcc 600 

tcttctggaa gccctgctgg ttttgggagt tccccagcat ttggagctgc agcctctacc 660 

agttcaggta tctctacttc tgctccagct tttggatttg ggaagcctga agtcacatcg 72 0 

gctgcatcat tttcattcaa aagccctgca gcttccagtt ttggatcacc tggattttca 780 

ggacttccag cttccttggc aacaggtcct gtcagagctc cagtggcccc agcctttgga 84 0 

ggtggcagtt ctgtggctgg ttttggtagt ccgggctcac attctcacac tgctttttct 900 

aagccatcca gtgacacttt tggaaatagc agcatatcca cttctctgtc agcctcaagc 960 

agcatcattg caacagataa tgtgttattc acacccagaa ataaactaac agtagaagaa 1020 

ctggaacaat ttcaatccaa gaaatttact ctgggaaaaa ttccattaaa gcctccacct 1080 

ctggaacttc taaatgttta aaagggcaat tttaaataca aaaaagaatg atgtttaaaa 114 0 

ttgctttgag tgattcatac agagatgtat atatgcatac atgtatatat tcataaggaa 1200 

tataagcttc catcaatagt gattttaaat ttgatttttt tcttaactct aaatatttaa 1260 

gtaaaaagta acaaaaactc tgcaagcaag ggaatttttt tgtactgtaa ttttgaatgg 132 0 

aactgaaaaa ttatgcacga ataaagtact tttctcatgc caaaaaaaaa aaaaaaaaaa 13 80 



<210> 34 
<211> 363 
<212> PRT 

<213> Homo sapiens 
<400> 34 

Met Lys Thr Leu Leu Leu Leu Val 
1 5 

Gly Arg Val Leu Gly Asp Gin Met 
20 

Met Ser Thr Glu Gly Ser Lys Tyr 

35 40 

Leu Lys Gly Val Lys Gin lie Lys 
50 55 

Glu Arg Lys Ser Leu Leu Thr Asn 
65 70 

Glu Asp Ala Leu Asn Asp Thr Lys 
85 

Ser Gin Gly Val Cys Asn Asp Thr 



Gly Leu Leu Leu Thr Trp Glu Asn 
10 15 

Val Ser Asp Thr Glu Leu Gin Glu 
25 30 

lie Asn Arg Glu lie Lys Asn Ala 
45 

Thr Leu lie Glu Gin Thr Asn Glu 
60 

Leu Glu Glu Ala Lys Lys Lys Lys 
75 80 

Asp Ser Glu Met Lys Leu Lys Ala 
90 95 

Met Met Ala Leu Trp Glu Glu Cys 
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Lys Pro Cys Leu Lys Gin Thr Cys Met Lys Phe Tyr Ala Arg Val Cys 
115 120 125 

Arg Ser Ser Thr Gly Leu Val Gly His Gin Val Glu Glu Phe Leu Asn 
130 135 140 

Gin Ser Ser Pro Phe Tyr Phe Trp lie Asn Gly Asp Arg lie Asp Ser 
145 150 155 160 

Leu Leu Glu Asn Asp Arg Gin Gin Thr His Ala Leu Asp Val Met Gin 
165 170 175 

Asp Ser Phe Asp Arg Ala Ser Ser lie Met Asp Glu Leu Phe Gin Asp 
180 185 190 

Arg Phe Phe Thr Arg Glu Ala Gin Asp Pro Phe His Phe Ser Pro Phe 
195 200 205 

Ser Ser Phe Gin Arg Arg Pro Phe Phe Phe Asn lie Lys His Arg Phe 
210 215 220 

Ala Arg Asn lie Met Pro Phe Pro Gly Tyr Gin Pro Leu Asn Phe His 
225 230 235 240 

Asp Met Phe Gin Pro Phe Phe Asp Met lie His Gin Ala Gin Gin Ala 
245 250 255 

Met Asp Val Asn Leu His Arg Leu Pro His Phe Pro Met Glu Phe Thr 
260 265 270 

Glu Glu Asp Asn Gin Asp Gly Ala Val Cys Lys Glu lie Arg His Asn 
275 280 285 

Ser Thr Gly Cys Leu Lys Met Lys Asp Gin Cys Glu Lys Cys Arg Glu 
290 295 300 

lie Leu Ser Val Asp Cys Ser Ser Asn Asn Pro Ala Gin Val Gin Leu 
305 310 315 320 

Arg Gin Glu Leu Asn Asn Ser Leu Gin lie Ala Glu Lys Phe Thr Lys 
325 330 335 

Leu Val Arg Arg Ala Ala Ala Val Leu Pro Gly Glu Asp Val Gin His 
340 345 350 

Val Leu Pro Ala Glu Ala Ala Gly Arg Ala Val 
355 360 



<210> 35 
<211> 766 
<212> PRT 

<213> Homo sapiens 
<400> 35 

Met lie Trp Arg Ser Arg Ala Gly Ala Glu Leu Phe Ser Leu Met Ala 
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15 10 15 

Leu Trp Glu Trp lie Ala Leu Ser Leu His Cys Trp Val Leu Ala Val 
20 25 30 

Ala Ala Val Ser Asp Gin His Ala Thr Ser Pro Phe Asp Trp Leu Leu 
35 40 45 

Ser Asp Lys Gly Pro Phe His Arg Ser Gin Glu Tyr Thr Asp Phe Val 
50 55 60 

Asp Arg Ser Arg Gin Gly Phe Ser Thr Arg Tyr Lys lie Tyr Arg Glu 



Phe Gly Arg Trp Lys Val Asn Asn Leu Ala Val Glu Arg Arg Asn Phe 
85 90 95 

Leu Gly Ser Pro Leu Pro Leu Ala Pro Glu Phe Phe Arg Asn lie Arg 
100 105 110 

Leu Leu Gly Arg Arg Pro Thr Leu Gin Gin lie Thr Glu Asn Leu lie 
115 120 125 

Lys Lys Tyr Gly Thr His Phe Leu Leu Ser Ala Thr Leu Gly Gly Glu 
130 135 140 

Glu Ser Leu Thr lie Phe Val Asp Lys Arg Lys Leu Ser Lys Arg Ala 
145 150 155 160 

Glu Gly Ser Asp Ser Thr Thr Asn Ser Ser Ser Val Thr Leu Glu Thr 
165 170 175 

Leu His Gin Leu Ala Ala Ser Tyr Phe lie Asp Arg Asp Ser Thr Leu 
180 185 190 

Arg Arg Leu His His lie Gin lie Ala Ser Thr Ala lie Lys Val Thr 
195 200 205 

Glu Thr Arg Thr Gly Pro Leu Gly Cys Ser Asn Tyr Asp Asn Leu Asp 
210 215 220 

Ser Val Ser Ser Val Leu Val Gin Ser Pro Glu Asn Lys lie Gin Leu 
225 230 235 240 

Gin Gly Leu Gin Val Leu Leu Pro Asp Tyr Leu Gin Glu Arg Phe Val 
245 250 255 

Gin Ala Ala Leu Ser Tyr lie Ala Cys Asn Ser Glu Gly Glu Phe lie 
260 265 270 

Cys Lys Glu Asn Asp Cys Trp Cys His Cys Gly Pro Lys Phe Pro Glu 
275 280 285 

Cys Asn Cys Pro Ser Met Asp lie Gin Ala Met Glu Glu Asn Leu Leu 
290 295 300 

Arg lie Thr Glu Thr Trp Lys Ala Tyr Asn Ser Asp Phe Glu Glu Ser 
305 310 315 320 
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Asp Glu Phe Lys Leu Phe Met Lys Arg Leu Pro Met Asn Tyr Phe Leu 
325 330 335 

Asn Thr Ser Thr lie Met His Leu Trp Thr Met Asp Ser Asn Phe Gin 
340 345 350 

Arg Arg Tyr Glu Gin Leu Glu Asn Ser Met Lys Gin Leu Phe Leu Lys 
355 360 365 

Ala Gin Lys lie Val His Lys Leu Phe Ser Leu Ser Lys Arg Cys His 
370 375 380 

Lys Gin Pro Leu lie Ser Leu Pro Arg Gin Arg Thr Ser Thr Tyr Trp 
385 390 395 400 

Leu Thr Arg lie Gin Ser Phe Leu Tyr Cys Asn Glu Asn Gly Leu Leu 
405 410 415 

Gly Ser Phe Ser Glu Glu Thr His Ser Cys Thr Cys Pro Asn Asp Gin 
420 425 430 

Val Val Cys Thr Ala Phe Leu Pro Cys Thr Val Gly Asp Ala Ser Ala 
435 440 445 

Cys Leu Thr Cys Ala Pro Asp Asn Arg Thr Arg Cys Gly Thr Cys Asn 
450 455 460 

Thr Gly Tyr Met Leu Ser Gin Gly Leu Cys Lys Pro Glu Val Ala Glu 
465 470 475 480 

Ser Thr Asp His Tyr lie Gly Phe Glu Thr Asp Leu Gin Asp Leu Glu 
485 490 495 

Met Lys Tyr Leu Leu Gin Lys Thr Asp Arg Arg lie Glu Val His Ala 
500 505 510 

lie Phe lie Ser Asn Asp Met Arg Leu Asn Ser Trp Phe Asp Pro Ser 
515 520 525 

Trp Arg Lys Arg Met Leu Leu Thr Leu Lys Ser Asn Lys Tyr Lys Ser 
530 535 540 

Ser Leu Val His Met lie Leu Gly Leu Ser Leu Gin lie Cys Leu Thr 
545 550 555 560 

Lys Asn Ser Thr Leu Glu Pro Val Leu Ala Val Tyr Val Asn Pro Phe 
565 570 575 

Gly Gly Ser His Ser Glu Ser Trp Phe Met Pro Val Asn Glu Asn Ser 
580 585 590 

Phe Pro Asp Trp Glu Arg Thr Lys Leu Asp Leu Pro Leu Gin Cys Tyr 
595 600 605 



Asn Trp Thr Leu Thr Leu Gly Asn Lys Trp Lys Thr Phe Phe Glu Thr 
610 615 620 
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Val His He Tyr 
625 

Asn Glu Ser He 



Asn Leu Gly Tyr 
660 

Met His Phe Asp 
675 

Tyr Pro Tyr Thr 
690 

Glu He Arg Asp 
705 

Leu Asp Leu Phe 



Ser Glu Val Val 
740 

Leu Pro Asn Thr 
755 



Leu Arg Ser Arg 
630 

Tyr Tyr Glu Pro 
645 

Met Lys He Asn 



Pro Glu Ala He 
680 

Gin Gly Ser Gin 
695 

Arg Val Asn Lys 
710 

Ser Cys Leu Leu 
725 

Arg He Gin Ser 



Met Asp Tyr Asp 
760 



He Lys Ser Asn 
635 

Leu Glu Phe He 
650 

Asn He Gin Val 
665 

Arg Asp Leu He 



Asp Ser Ala Leu 
700 

Leu Ser Pro Pro 
715 

Arg His Arg Leu 
730 

Ala Leu Gin Ala 
745 

Thr Thr Lys Leu 



Gly Pro Asn Gly 
640 

Asp Pro Ser Arg 
655 

Phe Gly Tyr Ser 
670 

Leu Gin Leu Asp 
685 

Leu Gin Leu Leu 



Gly Gin Arg Arg 
720 

Lys Leu Ser Thr 
735 

Phe Asn Ala Lys 
750 

Cys Ser 
765 



<210> 36 
<211> 208 
<212> PRT 

<213> Homo sapiens 
<400> 36 

Met Gly Leu Gly Ala Arg Gly Ala Trp Ala Ala Leu Leu Leu Gly Thr 



Leu Gin Val Leu Ala Leu Leu Gly Ala Ala His Glu Ser Ala Ala Met 
20 25 30 

Ala Ala Ser Ala Asn He Glu Asn Ser Gly Leu Pro His Asn Ser Ser 
35 40 45 

Ala Asn Ser Thr Glu Thr Leu Gin His Val Pro Ser Asp His Thr Asn 
50 55 60 

Glu Thr Ser Asn Ser Thr Val Lys Pro Pro Thr Ser Val Ala Ser Asp 
65 70 75 80 

Ser Ser Asn Thr Thr Val Thr Thr Met Lys Pro Thr Ala Ala Ser Asn 



Thr Thr Thr Pro Gly Met Val Ser Thr Asn Met Thr Ser Thr Thr Leu 
100 105 110 



Lys Ser Thr Pro Lys Thr Thr Ser Val Ser Gin Asn Thr Ser Gin He 
115 120 125 
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Ser Thr Ser Thr Met Thr Val Thr 
130 135 

Ala Ser Ser Val Thr lie Thr Thr 
145 150 

Gly Ser Lys Phe Asp Thr Gly Ser 
165 

Leu Gly Val Leu Ser lie Leu Tyr 
180 

Arg Arg Gly lie Arg Tyr Arg Thr 
195 200 



His Asn Ser Ser Val Thr Ser Ala 
140 

Thr Met His Ser Glu Ala Lys Lys 
155 160 

Phe Val Gly Gly lie Val Leu Thr 
170 175 

lie Gly Cys Lys Met Tyr Tyr Ser 
185 190 

lie Asp Glu His Asp Ala lie lie 
205 



<210> 37 

<211> 605 

<212> PRT 

<213> Homo sapiens 

<400> 37 

Met Gly Arg Leu Leu Arg Ala Ala Arg Leu Pro Pro Leu Leu Ser Pro 
15 10 15 

Leu Leu Leu Leu Leu Val Gly Gly Ala Phe Leu Gly Ala Cys Val Ala 
20 25 30 

Gly Ser Asp Glu Pro Gly Pro Glu Gly Leu Thr Ser Thr Ser Leu Leu 
35 40 45 

Asp Leu Leu Leu Pro Thr Gly Leu Glu Pro Leu Asp Ser Glu Glu Pro 
50 55 60 

Ser Glu Thr Met Gly Leu Gly Ala Gly Leu Gly Ala Pro Gly Ser Gly 



Phe Pro Ser Glu Glu Asn Glu Glu Ser Arg lie Leu Gin Pro Pro Gin 
85 90 95 

Tyr Phe Trp Glu Glu Glu Glu Glu Leu Asn Asp Ser Ser Leu Asp Leu 
100 105 110 

Gly Pro Thr Ala Asp Tyr Val Phe Pro Asp Leu Thr Glu Lys Ala Gly 
115 120 125 

Ser lie Glu Asp Thr Ser Gin Ala Gin Glu Leu Pro Asn Leu Pro Ser 
130 135 140 

Pro Leu Pro Lys Met Asn Leu Val Glu Pro Pro Trp His Met Pro Pro 
145 150 155 160 



Arg Glu Glu Glu Glu Glu Glu Glu Glu Glu Glu Glu Arg Glu Lys Glu 
165 170 175 
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Glu Val Glu Lys Gin Glu Glu Glu Glu Glu Glu Glu Leu Leu Pro Val 
180 185 190 

Asn Gly Ser Gin Glu Glu Ala Lys Pro Gin Val Arg Asp Phe Ser Leu 
195 200 205 

Thr Ser Ser Ser Gin Thr Pro Gly Ala Thr Lys Ser Arg His Glu Asp 
210 215 220 

Ser Gly Asp Gin Ala Ser Ser Gly Val Glu Val Glu Ser Ser Met Gly 
225 230 235 240 

Pro Ser Leu Leu Leu Pro Ser Val Thr Pro Thr Thr Val Thr Pro Gly 
245 250 255 

Asp Gin Asp Ser Thr Ser Gin Glu Ala Glu Ala Thr Val Leu Pro Ala 
260 265 270 

Ala Gly Leu Gly Val Glu Phe Glu Ala Pro Gin Glu Ala Ser Glu Glu 
275 280 285 

Ala Thr Ala Gly Ala Ala Gly Leu Ser Gly Gin His Glu Glu Val Pro 
290 295 300 

Ala Leu Pro Ser Phe Pro Gin Thr Thr Ala Pro Ser Gly Ala Glu His 
305 310 315 320 

Pro Asp Glu Asp Pro Leu Gly Ser Arg Thr Ser Ala Ser Ser Pro Leu 
325 330 335 

Ala Pro Gly Asp Met Glu Leu Thr Pro Ser Ser Ala Thr Leu Gly Gin 
340 345 350 

Glu Asp Leu Asn Gin Gin Leu Leu Glu Gly Gin Ala Ala Glu Ala Gin 
355 360 365 

Ser Arg lie Pro Trp Asp Ser Thr Gin Val lie Cys Lys Asp Trp Ser 
370 375 380 

Asn Leu Ala Gly Lys Asn Tyr lie lie Leu Asn Met Thr Glu Asn lie 
385 390 395 400 

Asp Cys Glu Val Phe Arg Gin His Arg Gly Pro Gin Leu Leu Ala Leu 
405 410 415 

Val Glu Glu Val Leu Pro Arg His Gly Ser Gly His His Gly Ala Trp 
420 425 430 

His lie Ser Leu Ser Lys Pro Ser Glu Lys Glu Gin His Leu Leu Met 
435 440 445 

Thr Leu Val Gly Glu Gin Gly Val Val Pro Thr Gin Asp Val Leu Ser 
450 455 460 

Met Leu Gly Asp lie Arg Arg Ser Leu Glu Glu lie Gly lie Gin Asn 
465 470 475 480 



Tyr Ser Thr Thr Ser Ser Cys Gin Ala Arg Ala Ser Gin Val Arg Ser 
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Asp Tyr Gly Thr 
500 

lie lie lie lie 
515 

Leu Pro Lys Leu 
530 

Glu Asn Gly Cys 
545 

Gin Ser Glu Met 



Leu Asn Gly Pro 
580 

Pro Glu Asp Ser 
595 



485 

Leu Phe Val Val 



Ala Leu Gly Leu 
520 

Lys His Val Ser 
535 

His Asp Asn Pro 
550 

Gin Glu Lys His 
565 

Gly Ser Trp Gly 



Asp Val Phe Glu 
600 



490 

Leu Val Val lie 
505 

Leu Tyr Asn Cys 



His Gly Glu Glu 
540 

Thr Leu Asp Val 
555 

Pro Ser Leu Asn 
570 

Ala Leu Met Gly 
585 

Glu Asp Thr His 



495 

Gly Ala lie Cys 
510 

Trp Gin Arg Arg 
525 

Leu Arg Phe Val 



Ala Ser Asp Ser 
560 

Gly Gly Gly Ala 
575 

Gly Lys Arg Asp 
590 

Leu 
605 



<210> 38 

<211> 86 

<212> PRT 

<213> Homo sapiens 

<400> 38 

Met Tyr Lys Leu Glu Leu lie Phe Pro Thr Ala Leu Val Leu Pro lie 
15 10 15 

Leu Val Asn Gly Thr Val lie Cys Pro Leu Lys Ala Arg Asn Ser Val 
20 25 30 

lie Pro Ser Ser Ser Phe Leu Thr Ser Leu Gin Leu Thr lie Trp lie 
35 40 45 

Gin Pro Cys Leu Phe Leu Pro Thr Thr Thr Gly Leu Ser Ser Gly Tyr 
50 55 60 

His Thr Phe Leu Ser Gly Leu His Ser Cys His lie Ser Phe Ala Thr 
65 70 75 80 

Ala lie Pro Gly Cys Leu 
85 



<210> 39 

<211> 158 

<212> PRT 

<213> Homo sapiens 



<400> 39 

Met Ala Ala Ala Ser Ala Gly Ala Thr Arg Leu Leu Leu Leu Leu Leu 
15 10 15 
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Met Ala Val Ala Ala 
20 

Gly Thr Gly Ala Arg 
35 

Cys Gly Thr Val Gly 
50 

Ser Ala Asn Phe Arg 
55 

Gly Thr Leu Ser Leu 
85 

Arg Leu Arg Asp Val 
100 

Ala Cys Gly Pro Leu 
115 

Asn lie Asp Asp Thr 
130 

Phe Gin Gin Pro Lys 
145 



Pro Ser Arg Ala Arg Gly 
25 

Gly Ala Gly Ala Glu Gly 
40 

Leu Leu Leu Glu His Ser 
55 

Lys Arg Gly Ser Leu Leu 
70 75 

Ser Gin Arg Gin Leu Ser 
90 

Ala Ala Ser Tyr Leu Asp 
105 

Leu Cys Ala Thr Leu Pro 
120 

Leu Lys Cys Val Asn Val 
135 

Ala Thr Val Val Leu Ala 
150 155 



Ser Gly Cys Arg Ala 
30 

Arg Glu Gly Glu Ala 
45 

Phe Glu lie Asp Asp 
60 

Trp Asn Gin Gin Asp 
80 

Glu Glu Glu Arg Gly 
95 

Cys Gly Ala Thr Arg 
110 

Val Ser Leu Phe Lys 
125 

Leu Lys Ser Tyr Ser 
14 0 

Arg Arg Ser 



<210> 40 

<211> 58 

<212> PRT 

<213> Homo sapiens 

<400> 40 

Met Thr Lys Ala Leu lie Pro Thr 
1 5 

Pro Leu Trp Gin His Ser Trp Ala 
20 

Glu Ala Asp Ala Trp Ala Lys Ala 
35 40 

Leu Ala Trp Arg Leu Leu Met Ser 
50 55 



Pro Phe Phe Leu Ala Ala Met Trp 
10 15 

Gin Thr Leu Arg Ser Gin Arg Gin 
25 30 

Gly Ala Gly Asn Ser Arg Gly Ser 
45 

Ser Gly 



<210> 41 

<211> 432 

<212> PRT 

<213> Homo sapiens 

<400> 41 

Met Asp Ala Arg Trp Trp Ala Val Val Val Leu Ala Ala Phe Pro Ser 
15 10 15 

Leu Gly Ala Gly Gly Glu Thr Pro Glu Ala Pro Pro Glu Ser Trp Thr 
20 25 30 
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Gin Leu Trp Phe Phe Arg Phe Val Val Asn Ala Ala Gly Tyr Ala Ser 
35 40 45 

Phe Met Val Pro Gly Tyr Leu Leu Val Gin Tyr Phe Arg Arg Lys Asn 
50 55 60 

Tyr Leu Glu Thr Gly Arg Gly Leu Cys Phe Pro Leu Val Lys Ala Cys 



Val Phe Gly Asn Glu Pro Lys Ala Ser Asp Glu Val Pro Leu Ala Pro 
85 90 95 

Arg Thr Glu Ala Ala Glu Thr Thr Pro Met Trp Gin Ala Leu Lys Leu 
100 105 110 

Leu Phe Cys Ala Thr Gly Leu Gin Val Ser Tyr Leu Thr Trp Gly Val 
115 120 125 

Leu Gin Glu Arg Val Met Thr Arg Ser Tyr Gly Ala Thr Ala Thr Ser 
130 135 140 

Pro Gly Glu Arg Phe Thr Asp Ser Gin Phe Leu Val Leu Met Asn Arg 
145 150 155 160 

Val Leu Ala Leu lie Val Ala Gly Leu Ser Cys Val Leu Cys Lys Gin 
165 170 175 

Pro Arg His Gly Ala Pro Met Tyr Arg Tyr Ser Phe Ala Ser Leu Ser 
180 185 190 

Asn Val Leu Ser Ser Trp Cys Gin Tyr Glu Ala Leu Lys Phe Val Ser 
195 200 205 

Phe Pro Thr Gin Val Leu Ala Lys Ala Ser Lys Val lie Pro Val Met 
210 215 220 

Leu Met Gly Lys Leu Val Ser Arg Arg Ser Tyr Glu His Trp Glu Tyr 
225 230 235 240 

Leu Thr Ala Thr Leu lie Ser lie Gly Val Ser Met Phe Leu Leu Ser 
245 250 255 

Ser Gly Pro Glu Pro Arg Ser Ser Pro Ala Thr Thr Leu Ser Gly Leu 
260 265 270 

lie Leu Leu Ala Gly Tyr lie Ala Phe Asp Ser Phe Thr Ser Asn Trp 
275 280 285 

Gin Asp Ala Leu Phe Ala Tyr Lys Met Ser Ser Val Gin Met Met Phe 
290 295 300 

Gly Val Asn Phe Phe Ser Cys Leu Phe Thr Val Gly Ser Leu Leu Glu 
305 310 315 320 

Gin Gly Ala Leu Leu Glu Gly Thr Arg Phe Met Gly Arg His Ser Glu 
325 330 335 
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Phe Ala Ala His 
340 

Leu Phe lie Phe 
355 

He He Met Thr 
370 

Leu Tyr Gly His 
385 

Val Phe Ala Ala 



Gin Arg Gly Lys 
420 



Ala Leu Leu Leu 



Tyr Thr He Gly 
360 

Leu Arg Gin Ala 
375 

Thr Val Thr Val 
390 

Leu Leu Leu Arg 
405 

Lys Ala Val Pro 



Ser He Cys Ser 
345 

Gin Phe Gly Ala 



Phe Ala He Leu 
380 

Val Gly Gly Leu 
395 

Val Tyr Ala Arg 
410 

Val Glu Ser Pro 
425 



Ala Cys Gly Gin 
350 

Ala Val Phe Thr 
365 

Leu Ser Cys Leu 



Gly Val Ala Val 
400 

Gly Arg Leu Lys 
415 

Val Gin Lys Val 
430 



<210> 42 
<211> 131 
<212> PRT 

<213> Homo sapiens 
<400> 42 

Met Ser Leu Ala Gin Arg Val Leu Leu Thr Trp Leu Phe Thr Leu Leu 



Phe Leu He Met Leu Val Leu Lys Leu Asp Glu Lys Ala Pro Trp Asn 

20 25 30 

Trp Phe Leu He Phe He Pro Val Trp He Phe Asp Thr He Leu Leu 
35 40 45 

Val Leu Leu He Val Lys Met Ala Gly Arg Cys Lys Ser Gly Phe Asp 
50 55 60 

Pro Arg His Gly Ser His Asn He Lys Lys Lys Ala Trp Tyr Leu He 



Ala Met Leu Leu Lys Leu Ala Phe Cys Leu Ala Leu Cys Ala Lys Leu 
85 90 95 

Glu Gin Phe Thr Thr Met Asn Leu Ser Tyr Val Phe lie Pro Leu Trp 
100 105 110 

Ala Leu Leu Ala Gly Ala Leu Thr Glu Leu Gly Tyr Asn Val Phe Phe 
115 120 125 

Val Arg Asp 
130 



<210> 43 
<211> 215 
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<212> PRT 

<213> Homo sapiens 

<400> 43 

Met Arg Leu Pro Ala Trp Cys Arg His Thr Thr Leu Ala lie Ser Cys 
15 10 15 

Trp His Cys Leu Val Leu Ala Arg Ala Ser Ala Asp Ser Ala Ser Leu 
20 25 30 

Pro Thr lie Ser His Leu Gly Val Lys Pro Leu Ser Val Gly Trp Gly 
35 40 45 

Ala Pro Ser Thr Leu Pro Val Ser Pro Cys Gly Gly Lys Pro Ala Ala 
50 55 60 

Pro Thr Ser Ala Ser Pro Ala Ala Ala Pro Leu Arg Phe Trp Arg Pro 
65 70 75 80 

Gly Ala Ser Gly Gly Gly Ala Gly Gly Thr Arg Arg Leu Ala Leu Cys 
85 90 95 

Arg Leu Val Thr Ala Arg Thr Thr Leu Ala Thr Gly Thr Pro Gly Leu 
100 105 110 

Ser Ala Arg Pro Arg Gin Arg Pro Cys Leu Leu Pro Val Leu Pro Arg 
115 120 125 

Arg Pro Ala Glu Leu Ser Val Ser Leu Glu Pro Ser Pro Gly Ser Ser 
130 135 140 

Gly Arg Gly Phe Leu Cys Leu Pro Phe Cys Lys Arg Asp Ala Asp Thr 
145 150 155 160 

Ser Leu Gly Gin Thr Leu Thr Ser Ser Cys Ser Leu Ser Ser lie Leu 
165 170 175 

Val Gly Gly Thr Leu Arg Pro Arg Cys Ser Cys Pro Pro Phe Thr Gin 
180 185 190 

Arg Ser Ala Phe His Leu Arg Thr Pro His Asn Gin Tyr His His Gly 
195 200 205 

Ser Thr Ser Leu Ala Ser His 
210 215 



<210> 44 
<211> 61 
<212> PRT 

<213> Homo sapiens 
<400> 44 

Met Lys Ser Ala Leu His Arg Asp lie Cys lie Leu Met Leu Thr Ala 
15 10 15 

Ala Leu Phe Thr lie Ala Lys Thr Glu Lys Gin His Lys Cys Pro Ser 
20 25 30 
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lie -Asp Glu Gin lie Asn Asn Leu Gin Tyr lie Cys Thr Met Glu Tyr 
35 40 45 

His Ser Ala Leu Gin Lys Glu Met Leu Leu Tyr Leu Gin 
50 55 60 



<210> 45 
<211> 125 
<212> PRT 

<213> Homo sapiens 
<400> 45 

Met lie Pro Phe Pro Ala Cys Leu Leu Leu Ala Leu Phe Pro Lys Val 



Gin Val Gly Arg Thr Thr Ser Ala Tyr Phe Ser Thr lie Pro Ser Met 
20 25 30 

Pro Ala Arg Ser Gin lie Asn Leu Pro Val Glu Ser Gly Ser Ala Leu 
35 40 45 

Leu Glu Pro Arg Gly Lys Gly Arg Val Glu Arg Val Cys Pro Val Ala 
50 55 60 

Trp Ser Ser Met Val Ala Ser Cys Leu Pro Ser Pro Ser Ser Gly Gly 
65 70 75 80 

Pro Glu Gly Ser Leu Gly Thr Val Pro Gin lie Leu Thr Gin Gly Pro 



Ala Trp Gly Arg Asp Gly Cys Arg Gin Asn Ala Leu Tyr Arg Asp Phe 
100 105 110 

Leu Leu Leu Gly Arg Cys Val Ser Pro Thr lie Cys Leu 
115 120 125 



<210> 46 

<211> 71 

<212> PRT 

<213> Homo sapiens 

<400> 46 

Met Leu Val Ala Ala lie Val Phe lie Ser Phe Gly Val Val Ala Ala 
15 10 15 

Phe Cys Cys Ala lie Val Asp Gly Val Phe Ala Ala Gin His lie Glu 
20 25 30 

Pro Lys Ala Pro His His Gly Lys Met Pro Val Tyr Ser Ser Gly Val 
35 40 45 

Gly Tyr Leu Tyr Asp Val Tyr Gin Thr Glu Val Ser Arg Ser Thr Glu 
50 55 60 



lie His Val Gly Leu Leu Asn 
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<210> 47 

<211> 69 

<212> PRT 

<213> Homo sapiens 

<400> 47 

Met Lys Ala Val Val Leu Leu Lys Ala Phe Ser Phe Ser Leu Cys Ser 
15 10 15 

Ala lie Ser Pro Val Thr Pro Gly Phe Arg Gin Thr lie Asn Val Leu 
20 25 30 

Asp Thr Val Ala Phe Ser Ala Phe Phe lie Tyr Leu Phe Thr Val Thr 
35 40 45 

Ala Ser lie Asn Phe Tyr Ala Tyr Phe Ser Ser Phe Leu Ala Gly Ala 
50 55 60 

Pro Phe lie Lys lie 



<210> 48 

<211> 85 

<212> PRT 

<213> Homo sapiens 

<400> 48 

Met Ala Ala Gly Gly Cys Leu Leu Leu Leu Ala Phe Phe Pro Leu Ser 



Arg Gly Ser His Phe His Leu Gin Lys Arg Ala Leu Ala Glu Ala Ser 

20 25 30 

Phe Glu Ala Thr Leu Cys Glu Leu Phe Val He Glu Thr Ala Ser Lys 

35 40 45 

Gly Thr Leu Leu He He Thr He Arg His Leu Val Thr Tyr He He 
50 55 60 

Val He Phe Lys Cys His Met Leu Lys Asn Glu Met Asn Ser Ser He 



Lys Pro His Phe Gin 
85 



<210> 49 
<211> 150 
<212> PRT 

<213> Homo sapiens 
<400> 49 

Met Val Met He Leu Phe Val Ala Phe He Thr Cys Trp Glu Glu Val 
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Thr Thr Leu Val Gin Ala lie Arg lie Thr Ser Tyr Met Asn Glu Thr 
20 25 30 

lie Leu Tyr Phe Pro Phe Ser Ser His Ser Ser Tyr Thr Val Arg Ser 
35 40 45 

Lys Lys lie Phe Leu Ser Lys Leu lie Val Cys Phe Leu Ser Thr Trp 
50 55 60 

Leu Pro Phe Val Leu Leu Gin Val lie lie Val Leu Leu Lys Val Gin 



lie Pro Ala Tyr lie Glu Met Asn lie Pro Trp Leu Tyr Phe Val Asn 
85 90 95 

Ser Phe Leu lie Ala Thr Val Tyr Trp Phe Asn Cys His Lys Leu Asn 
100 105 110 

Leu Lys Asp lie Gly Leu Pro Leu Asp Pro Phe Val Asn Trp Lys Cys 
115 120 125 

Cys Phe lie Pro Leu Thr lie Pro Asn Leu Glu Gin lie Glu Lys Pro 
130 135 140 



lie Ser lie Met lie Cys 
145 150 



<210> 50 
<211> 298 
<212> PRT 

<213> Homo sapiens 



<400> 50 

Met Lys Thr Leu Gin Ser Thr Leu Leu Leu Leu Leu Leu Val Pro Leu 



lie Lys Pro Ala Pro Pro Thr Gin Gin Asp Ser Arg lie lie Tyr Asp 
20 25 30 

Tyr Gly Thr Asp Asn Phe Glu Glu Ser lie Phe Ser Gin Asp Tyr Glu 
35 40 45 

Asp Lys Tyr Leu Asp Gly Lys Asn lie Lys Glu Lys Glu Thr Val lie 
50 55 60 

lie Pro Asn Glu Lys Ser Leu Gin Leu Gin Lys Asp Glu Ala lie Thr 
65 70 75 80 

Pro Leu Pro Pro Lys Lys Glu Asn Asp Glu Met Pro Thr Cys Leu Leu 



Cys Val Cys Leu Ser Gly Ser Val Tyr Cys Glu Glu Val Asp lie Asp 
100 105 110 

Ala Val Pro Pro Leu Pro Lys Glu Ser Ala Tyr Leu Tyr Ala Arg Phe 
115 120 125 
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Asn Lys lie Lys Lys 
130 

Leu Arg Arg Leu Asp 
145 

Gly Thr Phe Ser Lys 
165 

Asn Gin Leu Leu Lys 
180 

Asn Ala Lys Tyr Asn 
195 

Phe Lys Lys Leu Asn 
210 

Leu Glu Ser Val Pro 
225 

Leu Gin Phe Asn Asn 
245 

Ala Asn Asp Thr Ser 
260 

Glu Gly Asn Pro lie 
275 

Leu Lys Arg Leu Pro 
290 



Leu Thr Ala Lys Asp Phe 
135 

Phe Thr Gly Asn Leu lie 
150 155 

Leu Ser Leu Leu Glu Glu 
170 

Leu Pro Val Leu Pro Pro 
185 

Lys lie Lys Ser Arg Gly 
200 

Asn Leu Thr Phe Leu Tyr 
215 

Leu Asn Leu Pro Glu Ser 
230 235 

lie Ala Ser He Thr Asp 
250 

Tyr He Arg Asp Arg He 
265 

Val Leu Gly Lys His Pro 
280 

He Gly Ser Tyr Phe 
295 



Ala Asp He Pro Asn 
140 

Glu Asp He Glu Asp 
160 

Leu Ser Leu Ala Glu 
175 

Lys Leu Thr Leu Phe 
190 

He Lys Ala Asn Ala 
205 

Leu Asp His Asn Ala 
220 

Leu Arg Val He His 
240 

Asp Thr Phe Cys Lys 
255 

Glu Glu He Arg Leu 
270 

Asn Ser Phe He Cys 
285 



<210> 51 

<211> 57 

<212> PRT 

<213> Homo sapiens 

<400> 51 

Met Leu Asp Leu Ser Pro Ser Leu Thr Leu Lys Phe Cys Phe Leu His 
1 5 10 15 

Leu Val Phe Leu Pro Phe Lys Val Tyr Cys Gin Leu Leu Gin Glu Leu 
20 25 30 

Leu Ser Lys Pro Val Ser Lys Leu Pro Leu Thr Pro Gin Cys Gin Ser 
35 40 45 

Trp Ala Arg Pro Leu Gly Asp Leu Glu 
50 55 



<210> 52 
<211> 145 
<212> PRT 

<213> Homo sapiens 
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<400> 52 

Met Leu Arg Thr Leu 
1 5 

Leu Leu Glu Ala Leu 
20 

Gin Pro Leu Pro Val 
35 

Leu Gly Ser Leu Lys 
50 

Leu Gin Leu Pro Val 
65 

Pro Trp Gin Gin Val 
85 

Gly Gly Ser Ser Val 
100 

His Trp Leu Phe Leu 
115 

Ala Tyr Pro Thr Ser 
130 



Val Leu Lys Gin Thr Leu 
10 

Leu Val Leu Gly Val Pro 
25 

Gin Val Ser Leu Leu Leu 
40 

Ser His Arg Leu His His 
55 

Leu Asp His Leu Asp Phe 
70 75 

Leu Ser Glu Leu Pro Val 
90 

Ala Gly Phe Gly Ser Pro 
105 

Ser His Pro Val Asp Thr 
120 

Leu Ser Ala Leu Gin Ala 
135 



Asp Leu Leu Leu Pro 
15 

Gin His Leu Glu Leu 
30 

Leu Gin Leu Leu Asp 
45 

Phe His Ser Lys Ala 
60 

Gin Asp Phe Gin Leu 
80 

Ala Pro Ala Phe Gly 
95 

Gly Leu Thr Phe Ser 
110 

Phe Gly Asn Ser Gin 
125 

Ser lie Asn Cys Asn 
140 



Arg 
145 



<210> 53 
<211> 139 
<212> PRT 

<213> Homo sapiens 
<400> 53 

Met Lys Thr Leu Leu Leu Leu Val Gly Leu Leu Leu Thr Trp Glu Asn 
15 10 15 

Gly Arg Val Leu Gly Asp Gin Met Val Ser Asp Thr Glu Leu Gin Glu 
20 25 30 

Met Ser Thr Glu Gly Ser Lys Tyr lie Asn Arg Glu lie Lys Asn Ala 
35 40 45 

Leu Lys Gly Val Lys Gin lie Lys Thr Leu lie Glu Gin Thr Asn Glu 
50 55 60 

Glu Arg Lys Ser Leu Leu Thr Asn Leu Glu Glu Ala Lys Lys Lys Lys 
65 70 75 80 

Glu Asp Ala Leu Asn Asp Thr Lys Asp Ser Glu Met Lys Leu Lys Ala 
85 90 95 

Ser Gin Gly Val Cys Asn Asp Thr Met Met Ala Leu Trp Glu Glu Cys 
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Lys Pro Cys Leu Lys Gin Thr Trp Gly Lys Gly Leu Arg Pro Ser Leu 
115 120 125 

Gin Lys Gin His Arg Ala Gly Trp Pro Pro Gly 
130 135 



<210> 54 
<211> 432 
<212> PRT 

<213> Homo sapiens 
<400> 54 

Met Asp Ala Arg Trp Trp Ala Val Val Val Leu Ala Ala Phe Pro Ser 
15 10 15 

Leu Gly Ala Gly Gly Glu Thr Pro Glu Ala Pro Pro Glu Ser Trp Thr 
20 25 30 

Gin Leu Trp Phe Phe Arg Phe Val Val Asn Ala Ala Gly Tyr Ala Ser 
35 40 45 

Phe Met Val Pro Gly Tyr Leu Leu Val Gin Tyr Phe Arg Arg Lys Asn 
50 55 60 

Tyr Leu Glu Thr Gly Arg Gly Leu Cys Phe Pro Leu Val Lys Ala Cys 
65 70 75 80 

Val Phe Gly Asn Glu Pro Lys Ala Ser Asp Glu Val Pro Leu Ala Pro 
85 90 95 

Arg Thr Glu Ala Ala Glu Thr Thr Pro Met Trp Gin Ala Leu Lys Leu 
100 105 110 

Leu Phe Cys Ala Thr Gly Leu Gin Val Ser Tyr Leu Thr Trp Gly Val 
115 120 125 

Leu Gin Glu Arg Val Met Thr Arg Ser Tyr Gly Ala Thr Ala Thr Ser 
130 135 140 

Pro Gly Glu Arg Phe Thr Asp Ser Gin Phe Leu Val Leu Met Asn Arg 
145 150 155 160 

Val Leu Ala Leu lie Val Ala Gly Leu Ser Cys Val Leu Cys Lys Gin 
165 IVO 175 

Pro Arg His Gly Ala Pro Met Tyr Arg Tyr Ser Phe Ala Ser Leu Ser 
180 185 190 

Asn Val Leu Ser Ser Trp Cys Gin Tyr Glu Ala Leu Lys Phe Val Ser 
195 200 205 

Phe Pro Thr Gin Val Leu Ala Lys Ala Ser Lys Val He Pro Val Met 
210 215 220 

Leu Met Gly Lys Leu Val Ser Arg Arg Ser Tyr Glu His Trp Glu Tyr 
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225 230 235 240 

Leu Thr Ala Thr Leu lie Ser lie Gly Val Ser Met Phe Leu Leu Ser 
245 250 255 

Ser Gly Pro Glu Pro Arg Ser Ser Pro Ala Thr Thr Leu Ser Gly Leu 
260 265 270 

lie Leu Leu Ala Gly Tyr lie Ala Phe Asp Ser Phe Thr Ser Asn Trp 
275 280 285 

Gin Asp Ala Leu Phe Ala Tyr Lys Met Ser Ser Val Gin Met Met Phe 
290 295 300 

Gly Val Asn Phe Phe Ser Cys Leu Phe Thr Val Gly Ser Leu Leu Glu 
305 310 315 320 

Gin Gly Ala Leu Leu Glu Gly Thr Arg Phe Met Gly Arg His Ser Glu 
325 330 335 

Phe Ala Ala His Ala Leu Leu Leu Ser lie Cys Ser Ala Cys Gly Gin 
340 345 350 

Leu Phe lie Phe Tyr Thr lie Gly Gin Phe Gly Ala Ala Val Phe Thr 
355 360 365 

lie lie Met Thr Leu Arg Gin Ala Phe Ala lie Leu Leu Ser Cys Leu 
370 375 380 

Leu Tyr Gly His Thr Val Thr Val Val Gly Gly Leu Gly Val Ala Val 
385 390 395 400 

Val Phe Ala Ala Leu Leu Leu Arg Val Tyr Ala Arg Gly Arg Leu Lys 
405 410 415 

Gin Arg Gly Lys Lys Ala Val Pro Val Glu Ser Pro Val Gin Lys Val 
420 425 430 



<210> 55 
<211> 133 
<212> PRT 

<213> Homo sapiens 
<400> 55 

Met Arg Met Ser Leu Ala Gin Arg Val Leu Leu Thr Trp Leu Phe Thr 



Leu Leu Phe Leu lie Met Leu Val Leu Lys Leu Asp Glu Lys Ala Pro 



Trp Asn Trp Phe Leu lie Phe lie Pro Val Trp lie Phe Asp Thr lie 
35 40 45 



Leu Leu Val Leu Leu lie Val Lys Met Ala Gly Arg Cys Lys Ser Gly 
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50 55 60 

Phe Asp Pro Arg His Gly Ser His Asn lie Lys Lys Lys Ala Trp Tyr 
55 70 75 80 

Leu lie Ala Met Leu Leu Lys Leu Ala Phe Cys Leu Ala Leu Cys Ala 
85 90 95 

Lys Leu Glu Gin Phe Thr Thr Met Asn Leu Ser Tyr Val Phe lie Pro 
100 105 110 

Leu Trp Ala Leu Leu Ala Gly Ala Leu Thr Glu Leu Gly Tyr Asn Val 
115 120 125 

Phe Phe Val Arg Asp 
130 



<210> 56 
<211> 77 
<212> PRT 

<213> Homo sapiens 
<400> 56 

Met Ala lie Cys Gin Phe Phe Leu 
1 5 

Arg Cys Trp Asn Glu His Pro Gly 
20 

Gin Gin Pro Gin Gin Gin Pro Ser 
35 40 

Thr Thr Ser Gin Arg Tyr Ser Asn 
50 55 

Lys Ser Thr Pro Trp Gly Gly Ser 
65 70 



Gin Gly Arg Cys Arg Phe Gly Asp 
10 15 

Ala Arg Gly Ala Gly Gly Gly Arg 
25 30 

Gly Asn Asn Arg Arg Gly Trp Asn 
45 

Val lie Gin Pro Ser Ser Phe Ser 
60 

Arg Asp Gin Glu Thr 
75 



<210> 57 

<211> 247 

<212> PRT 

<213> Homo sapiens 

<400> 57 

Asn Arg Pro Gly Gly Arg Val Tyr 
1 5 

Gly Leu Val Gly His Gin Val Glu 
20 

Phe Tyr Phe Trp lie Asn Gly Asp 
35 40 



Ala Arg Val Cys Arg Ser Ser Thr 
10 15 

Glu Phe Leu Asn Gin Ser Ser Pro 
25 30 

Arg lie Asp Ser Leu Leu Glu Asn 
45 



Asp Arg Gin Gin Thr His Ala Leu Asp Val Met Gin Asp Ser Phe Asp 
50 55 60 
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Arg Ala Ser Ser lie Met Asp Glu Leu Phe Gin Asp Arg Phe Phe Thr 
65 70 75 80 

Arg Glu Ala Gin Asp Pro Phe His Phe Ser Pro Phe Ser Ser Phe Gin 
85 90 95 

Arg Arg Pro Phe Phe Phe Asn lie Lys His Arg Phe Ala Arg Asn lie 
100 105 110 

Met Pro Phe Pro Gly Tyr Gin Pro Leu Asn Phe His Asp Met Phe Gin 
lis 120 125 

Pro Phe Phe Asp Met lie His Gin Ala Gin Gin Ala Met Asp Val Asn 
130 135 140 

Leu His Arg Leu Pro His Phe Pro Met Glu Phe Thr Glu Glu Asp Asn 
145 150 155 160 

Gin Asp Gly Ala Val Cys Lys Glu He Arg His Asn Ser Thr Gly Cys 
165 170 175 

Leu Lys Met Lys Asp Gin Cys Glu Lys Cys Arg Glu He Leu Ser Val 
180 185 190 

Asp Cys Ser Ser Asn Asn Pro Ala Gin Val Gin Leu Arg Gin Glu Leu 
195 200 205 

Asn Asn Ser Leu Gin He Ala Glu Lys Phe Thr Lys Leu Val Arg Arg 
210 215 220 

Ala Ala Ala Val Leu Pro Gly Glu Asp Val Gin His Val Leu Pro Ala 
225 230 235 240 



Glu Ala Ala Gly Arg Ala Val 
245 



<210> 58 

<211> 85 

<212> PRT 

<213> Homo sapiens 

<400> 58 

Met Ala Val Ala Lys Asp Met Trp Gin Glu Cys Asn Pro Asp Lys Lys 
1 5 .10 15 

Val Trp Tyr Pro Glu Leu Lys Pro Val Val Val Gly Arg Lys Arg Gin 
20 25 30 

Gly Cys He His Met Val Asn Cys Ser Glu Val Arg Lys Glu Glu Leu 
35 40 45 

Gly He Thr Glu Phe Leu Ala Leu Ser Gly Gin Met Thr Val Pro Leu 
50 55 60 



Thr Lys He Gly Arg Thr Arg Ala Val Gly Lys Met Ser Ser Ser Leu 
65 70 75 80 
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Tyr Met Leu Leu Phe 
85 



<210> 59 

<211> 468 

<212> PRT 

<213> Homo sapiens 

<400> 59 

His Glu Gly Ser Leu Ala Ala Pro Gly Gly Gly Gly Gly Ser Ala Gly 
15 10 15 

Gly Ala Arg Pro Gly Asp Ser His Ser Pro Val Pro Pro Pro Pro His 
20 25 30 

Ala Ala Trp Thr Met Asp Ala Arg Trp Trp Ala Val Val Val Leu Ala 
35 40 45 

Ala Phe Pro Ser Leu Gly Ala Gly Gly Glu Thr Pro Glu Ala Pro Pro 
50 55 50 

Glu Ser Trp Thr Gin Leu Trp Phe Phe Arg Phe Val Val Asn Ala Ala 



Gly Tyr Ala Ser Phe Met Val Pro Gly Tyr Leu Leu Val Gin Tyr Phe 
85 90 95 

Arg Arg Lys Asn Tyr Leu Glu Thr Gly Arg Gly Leu Cys Phe Pro Leu 
100 105 110 

Val Lys Ala Cys Val Phe Gly Asn Glu Pro Lys Ala Ser Asp Glu Val 
115 120 125 

Pro Leu Ala Pro Arg Thr Glu Ala Ala Glu Thr Thr Pro Met Trp Gin 
130 135 140 

Ala Leu Lys Leu Leu Phe Cys Ala Thr Gly Leu Gin Val Ser Tyr Leu 
145 150 155 160 

Thr Trp Gly Val Leu Gin Glu Arg Val Met Thr Arg Ser Tyr Gly Ala 
165 170 175 

Thr Ala Thr Ser Pro Gly Glu Arg Phe Thr Asp Ser Gin Phe Leu Val 
180 185 190 

Leu Met Asn Arg Val Leu Ala Leu lie Val Ala Gly Leu Ser Cys Val 
195 200 205 

Leu Cys Lys Gin Pro Arg His Gly Ala Pro Met Tyr Arg Tyr Ser Phe 
210 215 220 

Ala Ser Leu Ser Asn Val Leu Ser Ser Trp Cys Gin Tyr Glu Ala Leu 
225 230 235 240 



Lys Phe Val Ser Phe Pro Thr Gin Val Leu Ala Lys Ala Ser Lys Val 
245 250 255 
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lie Pro Val Met Leu Met Gly Lys Leu Val Ser Arg Arg Ser Tyr Glu 
260 265 270 

His Trp Glu Tyr Leu Thr Ala Thr Leu lie Ser lie Gly Val Ser Met 
275 280 285 

Phe Leu Leu Ser Ser Gly Pro Glu Pro Arg Ser Ser Pro Ala Thr Thr 
290 295 300 

Leu Ser Gly Leu lie Leu Leu Ala Gly Tyr lie Ala Phe Asp Ser Phe 
305 310 315 320 

Thr Ser Asn Trp Gin Asp Ala Leu Phe Ala Tyr Lys Met Ser Ser Val 
325 330 335 

Gin Met Met Phe Gly Val Asn Phe Phe Ser Cys Leu Phe Thr Val Gly 
340 345 350 

Ser Leu Leu Glu Gin Gly Ala Leu Leu Glu Gly Thr Arg Phe Met Gly 
355 350 365 

Arg His Ser Glu Phe Ala Ala His Ala Leu Leu Leu Ser lie Cys Ser 
370 375 380 

Ala Cys Gly Gin Leu Phe lie Phe Tyr Thr lie Gly Gin Phe Gly Ala 
385 390 395 400 

Ala Val Phe Thr lie lie Met Thr Leu Arg Gin Ala Phe Ala lie Leu 
405 410 415 

Leu Ser Cys Leu Leu Tyr Gly His Thr Val Thr Val Val Gly Gly Leu 
420 425 430 

Gly Val Ala Val Val Phe Ala Ala Leu Leu Leu Arg Val Tyr Ala Arg 
435 440 445 

Gly Arg Leu Lys Gin Arg Gly Lys Lys Ala Val Pro Val Glu Ser Pro 
450 455 460 

Val Gin Lys Val 
465 



<210> 60 
<211> 133 
<212> PRT 

<213> Homo sapiens 
<400> 60 

Met Arg Met Ser Leu Ala Gin Arg Val Leu Leu Thr Trp Leu Phe Thr 
15 10 15 

Leu Leu Phe Leu lie Met Leu Val Leu Lys Leu Asp Glu Lys Ala Pro 
20 25 30 



Trp Asn Trp Phe Leu lie Phe lie Pro Val Trp lie Phe Asp Thr lie 
35 40 45 
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Leu Leu Val Leu Leu lie Val Lys 
50 55 

Phe Asp Pro Arg His Gly Ser His 
65 70 

Leu lie Ala Met Leu Leu Lys Leu 
85 

Lys Leu Glu Gin Phe Thr Thr Met 
100 

Leu Trp Ala Leu Leu Ala Gly Ala 
115 120 

Phe Phe Val Arg Asp 
130 



Met Ala Gly Arg Cys Lys Ser Gly 
50 

Asn lie Lys Lys Lys Ala Trp Tyr 

75 80 

Ala Phe Cys Leu Ala Leu Cys Ala 
90 95 

Asn Leu Ser Tyr Val Phe lie Pro 
105 110 

Leu Thr Glu Leu Gly Tyr Asn Val 
125 



<210> 61 
<211> 75 
<212> PRT 

<213> Homo sapiens 
<400> 61 

Met Phe Leu Pro Thr Phe Tyr Pro Glu Lys Arg Phe Ser Pro Lys Asp 
15 10 15 

Ser Ala Gin Ser Val Pro Pro Trp Glu His Leu Pro Gly Gin Pro Leu 
20 25 30 

Arg Ala His Trp Ala Ser Leu His His Thr Asn Thr Pro Val Pro His 
35 40 45 

Trp Leu Ser Asp Tyr Met Ala Val Cys Leu Val Lys Lys Lys Asn Gin 
50 55 60 

Lys Lys Lys Lys Gin Lys Lys Lys Lys Lys Lys 



<210> 62 

<211> 93 

<212> PRT 

<213> Homo sapiens 



<400> 62 

Val Gly Thr Ala lie Met Glu Asn 
1 5 

Glu Leu Pro Tyr Asp Pro Ala lie 
20 

Met Lys Ser Ala Leu His Arg Asp 
35 40 

Ala Leu Phe Thr lie Ala Lys Thr 
50 55 



Ser Met Ala Val Pro Leu Lys Thr 
10 15 

Pro Leu Leu Ser lie Pro Lys Glu 
25 30 

lie Cys lie Leu Met Leu Thr Ala 
45 

Glu Lys Gin His Lys Cys Pro Ser 
60 
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lie Asp Glu Gin lie Asn Asn Leu Gin Tyr lie Cys Thr Met Glu Tyr 
65 70 75 80 

His Ser Ala Leu Gin Lys Glu Met Leu Leu Tyr Leu Gin 
85 90 



<210> 63 

<211> 150 

<212> PRT 

<213> Homo sapiens 

<400> 63 

Ala Arg Gly Pro Leu Gly Leu Leu Asp Pro Ala Glu Gly Leu Ser Arg 
15 10 15 

Arg Lys Lys Thr Ser Leu Trp Phe Val Gly Ser Leu Leu Leu Val Ser 
20 25 30 

Val Leu He Val Thr Val Gly Leu Ala Ala Thr Thr Arg Thr Glu Asn 
35 40 45 

Val Thr Val Gly Gly Tyr Tyr Pro Gly He He Leu Gly Phe Gly Ser 
50 55 60 

Phe Leu Gly He He Gly He Asn Leu Val Glu Asn Arg Arg Gin Met 
65 70 75 80 

Leu Val Ala Ala He Val Phe He Ser Phe Gly Val Val Ala Ala Phe 
85 90 95 

Cys Cys Ala He Val Asp Gly Val Phe Ala Ala Gin His He Glu Pro 
100 105 110 

Lys Ala Pro His His Gly Lys Met Pro Val Tyr Ser Ser Gly Val Gly 
115 120 125 

Tyr Leu Tyr Asp Val Tyr Gin Thr Glu Val Ser Arg Ser Thr Glu He 
130 135 140 

His Val Gly Leu Leu Asn 
145 150 



<210> 64 

<211> 192 

<212> PRT 

<213> Homo sapiens 



<400> 64 

Thr Arg Pro Val Leu Ala Tyr Val 
1 5 

Ser Leu Lys Ala Gin Asn Ala Tyr 
20 

Ser He Gin Ser Tyr Trp Leu Ser 



Leu Gly Asp Pro Ala He Tyr Gin 

10 15 

Ser Arg His Cys Pro Phe Tyr Val 

25 30 

Phe Phe Met Val Met He Leu Phe 
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Val Ala Phe He Thr Cys Trp Glu Glu Val Thr Thr Leu Val Gin Ala 
50 55 60 

He Arg He Thr Ser Tyr Met Asn Glu Thr He Leu Tyr Phe Pro Phe 
70 75 80 

Ser Ser His Ser Ser Tyr Thr Val Arg Ser Lys Lys He Phe Leu Ser 



Lys Leu He Val Cys Phe Leu Ser Thr Trp Leu Pro Phe Val Leu Leu 
100 105 110 

Gin Val He He Val Leu Leu Lys Val Gin He Pro Ala Tyr He Glu 
115 120 125 

Met Asn He Pro Trp Leu Tyr Phe Val Asn Ser Phe Leu He Ala Thr 
130 135 140 

Val Tyr Trp Phe Asn Cys His Lys Leu Asn Leu Lys Asp He Gly Leu 
145 150 155 160 

Pro Leu Asp Pro Phe Val Asn Trp Lys Cys Cys Phe He Pro Leu Thr 
165 170 175 

He Pro Asn Leu Glu Gin He Glu Lys Pro He Ser He Met He Cys 
180 185 190 



<210> 55 

<211> 259 

<212> PRT 

<213> Homo sapiens 

<400> 55 

Lys Lys Pro Asn He Ser Gly Phe Thr Asp He Ser Pro Glu Glu Leu 
15 10 15 

Arg Leu Glu Tyr His Asn Phe Leu Thr Ser Asn Asn Leu Gin Ser Tyr 
20 25 30 

Leu Asn Ser Val Gin Arg Leu He Asn Gin Trp Arg Asn Arg Val Asn 
35 40 45 

Glu Leu Lys Ser Leu Asn He Ser Thr Lys Val Ala Leu Leu Ser Asp 
50 55 60 

Val Lys Asp Gly Val Asn Pro Ala Ala Pro Ala Phe Gly Phe Gly Ser 
70 75 80 

Ser Gin Ala Ala Thr Phe Met Ser Pro Gly Phe Pro Val Asn Asn Ser 
S5 90 95 

Ser Ser Asp Asn Ala Gin Asn Phe Ser Phe Lys Thr Asn Ser Gly Phe 
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Ala Ala Ala Ser Ser Gly Ser Pro Ala Gly Phe Gly Ser Ser Pro Ala 
115 120 125 

Phe Gly Ala Ala Ala Ser Thr Ser Ser Gly lie Ser Thr Ser Ala Pro 
130 135 140 

Ala Phe Gly Phe Gly Lys Pro Glu Val Thr Ser Ala Ala Ser Phe Ser 
145 150 155 160 

Phe Lys Ser Pro Ala Ala Ser Ser Phe Gly Ser Pro Gly Phe Ser Gly 
165 170 175 

Leu Pro Ala Ser Leu Ala Thr Gly Pro Val Arg Ala Pro Val Ala Pro 
180 185 190 

Ala Phe Gly Gly Gly Ser Ser Val Ala Gly Phe Gly Ser Pro Gly Ser 
195 200 205 

His Ser His Thr Ala Phe Ser Lys Pro Ser Ser Asp Thr Phe Gly Asn 
210 215 220 

Ser Ser lie Ser Thr Ser Leu Ser Ala Ser Ser Ser lie lie Ala Thr 
225 230 235 240 

Asp Asn Val Leu Phe Thr Pro Arg Asn Lys Leu Thr Val Glu Glu Leu 
245 250 255 

Glu Gin Phe Gin Ser Lys Lys Phe Thr Leu Gly Lys lie 
250 265 



<210> 66 
<211> 300 
<212> PRT 

<213> Homo sapiens 
<400> 66 

Met Ser Ser Ser His Pro Val Ser Pro Asn Pro His His Gly Gly Ala 
15 10 15 

Ala Glu lie Lys Lys Pro Asn lie Ser Gly Phe Thr Asp lie Ser Pro 
20 25 30 

Glu Glu Leu Arg Leu Glu Tyr His Asn Phe Leu Thr Ser Asn Asn Leu 
35 40 45 

Gin Ser Tyr Leu Asn Ser Val Gin Arg Leu lie Asn Gin Trp Arg Asn 
50 55 60 

Arg Val Asn Glu Leu Lys Ser Leu Asn lie Ser Thr Lys Val Ala Leu 
65 70 75 80 

Leu Ser Asp Val Lys Asp Gly Val Asn Pro Ala Ala Pro Ala Phe Gly 
85 90 95 

Phe Gly Ser Ser Gin Ala Ala Thr Phe Met Ser Pro Gly Phe Pro Val 
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100 105 110 

Asn Asn Ser Ser Ser Asp Asn Ala Gin Asn Phe Ser Phe Lys Thr Asn 
115 120 125 

Ser Gly Phe Ala Ala Ala Ser Ser Gly Ser Pro Ala Gly Phe Gly Ser 
130 135 140 



Ser Pro Ala Phe Gly Ala Ala Ala 
145 150 

Ser Ala Pro Ala Phe Gly Phe Gly 
165 



Ser Thr Ser Ser Gly lie Ser Thr 
155 160 

Lys Pro Glu Val Thr Ser Ala Ala 
170 175 



Ser Phe Ser Phe Lys Ser Pro Ala Ala Ser Ser Phe Gly Ser Pro Gly 
180 185 190 

Phe Ser Gly Leu Pro Ala Ser Leu Ala Thr Gly Pro Val Arg Ala Pro 
195 200 205 

Val Ala Pro Ala Phe Gly Gly Gly Ser Ser Val Ala Gly Phe Gly Ser 
210 215 220 

Pro Gly Ser His Ser His Thr Ala Phe Ser Lys Pro Ser Ser Asp Thr 
225 230 235 240 

Phe Gly Asn Ser Ser lie Ser Thr Ser Leu Ser Ala Ser Ser Ser lie 
245 250 255 

lie Ala Thr Asp Asn Val Leu Phe Thr Pro Arg Asn Lys Leu Thr Val 
260 265 270 

Glu Glu Leu Glu Gin Phe Gin Ser Lys Lys Phe Thr Leu Gly Lys lie 
275 280 285 

Pro Leu Lys Pro Pro Pro Leu Glu Leu Leu Asn Val 
290 295 300 



<210> 67 

<211> 355 

<212> PRT 

<213> Homo sapiens 

<400> 67 

Arg Arg Pro Pro Ser Ala Thr Pro Ser Gin Trp Pro Phe Val Asn Ser 
15 10 15 

Ser Phe Lys Ala Gly Ala Ala Leu Glu He Gly Ala Gly Thr Asn He 
20 25 30 

Pro Val Leu Gly Val Gin Glu Glu Asp Gly Ser Asn Arg Ser Ser Ser 
35 40 45 

Leu Gin Val He He Asp Val Asp Gly He Gin Leu Ala Arg Asp He 
50 55 60 

Pro Met Ser Ser Ser His Pro Val Ser Pro Asn Pro His His Gly Gly 
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Ala Ala Glu lie Lys Lys Pro Asn He Ser Gly Phe Thr Asp He Ser 
85 90 95 

Pro Glu Glu Leu Arg Leu Glu Tyr His Asn Phe Leu Thr Ser Asn Asn 
100 105 110 

Leu Gin Ser Tyr Leu Asn Ser Val Gin Arg Leu He Asn Gin Trp Arg 
115 120 125 

Asn Arg Val Asn Glu Leu Lys Ser Leu Asn He Ser Thr Lys Val Ala 
130 135 140 

Leu Leu Ser Asp Val Lys Asp Gly Val Asn Pro Ala Ala Pro Ala Phe 
145 150 155 ISO 

Gly Phe Gly Ser Ser Gin Ala Ala Thr Phe Met Ser Pro Gly Phe Pro 
165 170 175 

Val Asn Asn Ser Ser Ser Asp Asn Ala Gin Asn Phe Ser Phe Lys Thr 
180 185 190 

Asn Ser Gly Phe Ala Ala Ala Ser Ser Gly Ser Pro Ala Gly Phe Gly 
195 200 205 

Ser Ser Pro Ala Phe Gly Ala Ala Ala Ser Thr Ser Ser Gly He Ser 
210 215 220 

Thr Ser Ala Pro Ala Phe Gly Phe Gly Lys Pro Glu Val Thr Ser Ala 
225 230 235 240 

Ala Ser Phe Ser Phe Lys Ser Pro Ala Ala Ser Ser Phe Gly Ser Pro 
245 250 255 

Gly Phe Ser Gly Leu Pro Ala Ser Leu Ala Thr Gly Pro Val Arg Ala 
260 265 270 

Pro Val Ala Pro Ala Phe Gly Gly Gly Ser Ser Val Ala Gly Phe Gly 
275 280 285 

Ser Pro Gly Ser His Ser His Thr Ala Phe Ser Lys Pro Ser Ser Asp 
290 295 300 

Thr Phe Gly Asn Ser Ser He Ser Thr Ser Leu Ser Ala Ser Ser Ser 
310 315 320 

He He Ala Thr Asp Asn Val Leu Phe Thr Pro Arg Asn Lys Leu Thr 
325 330 335 

Val Glu Glu Leu Glu Gin Phe Gin Ser Lys Lys Phe Thr Leu Gly Lys 
340 345 35Q 

He Pro Leu Lys Pro Pro Pro Leu Glu Leu Leu Asn Val 
355 360 365 



<210> 68 



45 



<211> 5 
<212> PRT 

<213> Homo sapiens 
<400> 58 

Cys Lys Pro Cys Leu Lys 
1 5 



<210> 59 

<211> 11 

<212> PRT 

<213> Homo sapiens 

<400> 69 

Cys Leu Lys Met Lys Asp Gin Cys Glu Lys Cys 



<210> 70 
<211> 87 
<212> PRT 

<213> Homo sapiens 
<400> 70 

Lys Thr Pro Ser Val Ser Asp Ala Val Ala Met Ala He Cys Gin Phe 
15 10 15 

Phe Leu Gin Gly Arg Cys Arg Phe Gly Asp Arg Cys Trp Asn Glu His 
20 25 30 

Pro Gly Ala Arg Gly Ala Gly Gly Gly Arg Gin Gin Pro Gin Gin Gin 
35 40 45 

Pro Ser Gly Asn Asn Arg Arg Gly Trp Asn Thr Thr Ser Gin Arg Tyr 
50 55 60 

Ser Asn Val He Gin Pro Ser Ser Phe Ser Lys Ser Thr Pro Trp Gly 
65 70 75 80 

Gly Ser Arg Asp Gin Glu Thr 
85 
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RAW SEQUENCE LISTING DATE: 04/27/2001 

PATENT APPLICATION: US/09/832,129 TIME: 13:10:53 



ENTERED 

see 



Input Set : A:\PZ045Pl_SeqList0411200I.txt 
Output Set: N:\CEF3\04272001\I832129.raw 

2 <110> APPLICANT: Fiscella et al. 

4 <120> TITLE OF INVENTION: 19 Human secreted proteins 
6 <130> FILE REFERENCE: PZ045P1 
C--> 8 <140> CURRENT APPLICATION NUMBER: US/09/832,129 ^. ^ ^ n.^ 

9 <141> CURRENT FILING DATE: 2001-04-11 ^ ^ 

11 <150> PRIOR APPLICATION NUMBER: PCT/USOO/28664 

12 <151> PRIOR FILING DATE: 2000-10-17 

14 <150> PRIOR APPLICATION NUMBER: 60/163,085 

15 <151> PRIOR FILING DATE: 1999-11-02 

17 <150> PRIOR APPLICATION NUMBER: 60/172,411 

18 <151> PRIOR FILING DATE: 1999-12-17 
20 <160> NUMBER OF SEQ ID NOS : 70 

O 22 <170> SOFTWARE: Patentin Ver. 2.0 
if| 25 <210> SEQ ID NO: 1 
fS 26 <211> LENGTH: 733 
iTl 27 <212> TYPE: DNA 
Ph 28 <213> ORGANISM: Homo sapiens 
30 <400> SEQUENCE: 1 

=1"; -^1 gggatccgga gcccaaatct tctgacaaaa ctcacacatg cccaccgtgc ccagcacctg 60 
'*! 32 aattcgaggg tgcaccgtca gtcttcctct tccccccaaa acccaaggac accctcatga 120 
%A 33 tctcccggac tcctgaggtc acatgcgtgg tggtggacgt aagccacgaa gaccctgagg 180 
5: 34 tcaagttcaa ctggtacgtg gacggcgtgg aggtgcataa tgccaagaca aagccgcggg 240 
13 35 aggagcagta caacagcacg taccgtgtgg tcagcgtcct caccgtcctg caccaggact 300 
Jp 3 6 ggctgaatgg caaggagtac aagtgcaagg tctccaacaa agccctccca acccccatcg 3 60 

%A 37 agaaaaccat ctccaaagcc aaagggcagc cccgagaacc acaggtgtac accctgcccc 420 
iji 38 catcccggga tgagctgacc aagaaccagg tcagcctgac ctgcctggtc aaaggcttct 480 
1^^ 39 atccaagcga catcgccgtg gagtgggaga gcaatgggca gccggagaac aactacaaga 540 
'7:1 ccacgcctcc cgtgctggac tccgacggct ccttcttcct ctacagcaag ctcaccgtgg 600 

41 acaagagcag gtggcagcag gggaacgtct tctcatgctc cgtgatgcat gaggctctgc 660 

42 acaaccacta cacgcagaag agcctctccc tgtctccggg taaatgagtg cgacggccgc 720 

43 gactctagag gat 733 
4 6 <210> SEQ ID NO: 2 

47 <211> LENGTH: 5 
48. <212> TYPE: PRT 
49 <213> ORGANISM: Homo sapiens 

51 <220> FEATURE: 

52 <221> NAME/KEY: Site , 

53 <222> LOCATION: (3) ' 

54 <223> OTHER INFORMATION: Xaa equals any of the twenty naturally ocurring L-amino acids 
56 <400> SEQUENCE: 2 

W--> 57 Trp Ser Xaa Trp Ser 
58 1 5 

60 <210> SEQ ID NO: 3 

61 <211> LENGTH: 86 

62 <212> TYPE: DNA 

63 <213> ORGANISM: Homo sapiens 
65 <400> SEQUENCE: 3 
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RAW SEQUENCE LISTING DATE: 04/27/2001 

PATENT APPLICATION: US/09/832,129 TIME: 13:10:53 

Input Set : A:\PZ045Pl_SeqList04112001.txt 
Output Set: N:\CRF3\04272001\I832129.raw 

66 gcgcctcgag atttccccga aatctagatt tccccgaaat gatttccccg aaatgatttc 60 

67 cccgaaatat ctgccatctc aattag 86 

70 <210> SEQ ID NO: 4 

71 <211> LENGTH: 27 

72 <212> TYPE: DNA 

73 <213> ORGANISM: Homo sapiens 
75 <400> SEQUENCE: 4 

7 6 gcggcaagct ttttgcaaag cctaggc 27 

79 <210> SEQ ID NO: 5 

80 <211> LENGTH: 271 

81 <212> TYPE: DNA 

82 <213> ORGANISM: Homo sapiens 

84 <400> SEQUENCE: 5 

85 ctcgagattt ccccgaaatc tagatttccc cgaaatgatt tccccgaaat gatttccccg 60 

8 6 aaatatctgc catctcaatt agtcagcaac catagtcccg cccctaactc cgcccatccc 120 
87 gcccctaact ccgcccagtt ccgcccattc tccgccccat ggctgactaa ttttttttat 180 

.„,^ 8 8 ttatgcagag gccgaggccg cctcggcctc tgagctattc cagaagtagt gaggaggctt 240 

M 89 ttttggaggc ctaggctttt gcaaaaagct t 271 

€1 92 <210> SEQ ID NO: 6 

CO 93 <211> LENGTH: 32 

L-J 94 <212> TYPE: DNA 

m 95 <213> ORGANISM: Homo sapiens 

LI 97 <400> SEQUENCE: 6 

=i|: 9 8 gcgctcgagg gatgacagcg atagaacccc gg 32 

101 <210> SEQ ID NO: 7 
^'^ 102 <211> LENGTH: 31 
^_ 103 <212> TYPE: DNA 
O 104 <213> ORGANISM: Homo sapiens 
=f= 106 <4 00> SEQUENCE: 7 

M 107 gcgaagcttc gcgactcccc ggatccgcct c 31 

L,i 110 <210> SEQ ID NO: 8 

Q 111 <211> LENGTH: 12 

l2 112 <212> TYPE: DNA 

'~' 113 <213> ORGANISM: Homo sapiens 

115 <400> SEQUENCE: 8 

116 ggggactttc cc 12 

119 <210> SEQ ID NO: 9 

120 <211> LENGTH: 73 

121 <212> TYPE: DNA 

122 <213> ORGANISM: Homo sapiens 

124 <400> SEQUENCE: 9 

125 gcggcctcga ggggactttc ccggggactt tccggggact ttccgggact ttccatcctg 60 

12 6 ccatctcaat tag 73 

129 <210> SEQ ID NO: 10 

130 <211> LENGTH: 256 

131 <212> TYPE: DNA 

13 2 <213> ORGANISM: Homo sapiens 

134 <400> SEQUENCE: 10 

135 ctcgagggga ctttcccggg gactttccgg ggactttccg ggactttcca tctgccatct 60 
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136 caattagtca gcaaccatag tcccgcccct aactccgccc atcccgcccc taactccgcc 

137 cagttccgcc cattctccgc cccatggctg actaattttt tttatttatg cagaggccga 

138 ggccgcctcg gcctctgagc tattccagaa gtagtgagga ggcttttttg gaggcctagg 

139 cttttgcaaa aagctt 

142 <210> SEQ ID NO: 11 

143 <211> LENGTH: 1684 

144 <212> TYPE: DNA 

145 <213> ORGANISM: Homo sapiens 
147 <400> SEQUENCE: 11 

14 8 aattcccggg tcgacccacg cgtccggcac ggtcgccagg caccgctgac cgaggcctgc 

149 tgggattcca gaattggaga gggaggcacc atgaagactc tcctgctgct ggtggggctg 

150 ctgctgacct gggagaatgg acgggttctg ggagaccaga tggtctcaga cactgagctc 

151 caggaaatgt ccaccgaggg gagtaagtac attaatcggg aaattaaaaa tgctctcaag 

152 ggggtgaagc agataaagac actaatagaa caaacaaacg aggagcgcaa atccctgctc 

153 accaacttgg aagaagccaa gaagaagaaa gaggatgccc tgaatgacac caaggattca 

154 gaaatgaagc tgaaggcgtc gcagggggtg tgcaatgaca ccatgatggc cctctgggag 
„„. 155 gagtgtaagc cctgcctgaa acagacctgt atgaagttct acgcccgagt ctgcagaagc 

- 156 agcacagggc tggttggcca ccaggttgag gagttcctga accagagttc tcccttctac 

157 ttctggatta atggcgaccg catcgactcc ctgctggaga acgaccggca gcagacccac 

158 qccctggatg tcatgcagga cagtttcgac cgggcatcca gcatcatgga tgagctgttc 
m 159 caggacagat tcttcacccg tgaggcccag gaccctttcc acttctcacc cttcagctca 
"„ 16 0 ttccagcgga ggcctttttt cttcaatatc aagcaccgct ttgcccggaa cataatgcct 
_ 161 ttccctggct accagccctt gaatttccac gacatgtttc agcccttctt cgacatgata 

162 caccaggctc agcaggccat ggatgttaac ctgcacagac tcccccactt tccaatggaa 
,5 163 ttcacagaag aagacaacca ggacggcgcc gtgtgcaagg agatccgtca caactccaca 

164 gggtgcctga agatgaagga ccagtgtgaa aagtgccggg agatcttgtc tgtggactgt 
tcgtccaaca accccgctca ggtccagctg cgacaggaac ttaataattc cctccagatt 
-1=.- 166 gcagagaagt tcaccaagct tgtacgacga gctgctgcag tcctaccagg agaagatgtt 
=3= 167 caacacgtcc tccctgctga agcagctgga cgagcagttt agctgggtgt cccagctggc 
1=== 168 gaatctcact cagactgagg acccgttcta tctccaggtc acgacggtga gttcccagac 
, 169 ttctgactcc agtgctccct ctggcgtcac taaggtggtt gtgaagctct ttgattccga 

170 ccccatcacc gtgatcctcc cagaagacct ctccaggaac aatcctaaat ttatggagac 
^ 171 cgtggcagag aaagcccttc aggaataccg ccagaagagc cgggaggagt gagatgggaa 

172 cactgcctct ccacatggca ggtgtctgag ttctgtcgcc cccgcgatga gcgataggcc 

173 cctagagaga gctctgcatg tcaccgagtg accgggcctt ccttgaggcc ctcctgtccc 

174 ctcaccccgc ctgtcctccc tctggactct gcattgtaac accgtgttca ctgatcatgg 

175 gaagaactcc tgtgtgccac taactcaata aaaccaccag taatctgaaa aaaaaaaaaa 

176 aaaa 

179 <210> SEQ ID NO: 12 

180 <211> LENGTH: 2729 

181 <212> TYPE: DNA 

182 <213> ORGANISM; Homo sapiens 

184 <400> SEQUENCE: 12 

185 ggcacgaggt tgagggaaag ctgagagaat gaaggctcta aatccccagt ggaagcatga 

186 tatggcgaag cagagctggt gctgaattgt tctctctgat ggctctatgg gagtggatag 

187 cactgagtct tcattgctgg gttttagcgg ttgctgctgt ttcggatcag catgccacaa 

188 gccccttcga ctggctcctc tctgataagg gacccttcca tcgctcacag gaatacacag 

189 attttgtgga cagaagccgg cagggattta gcacaagata caagatatac agggagtttg 

190 gccgctggaa agtaaataac cttgcagttg agagaagaaa tttccttggc tctcctctgc 
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191 ctcttgcccc tgaattcttc cgcaacataa gacttttggg acgtcgacct acccttcagc 

192 aaatcacaga aaaccttatc aagaaatatg ggacacattt cttgctatct gctactctgg 

193 gaggagagga gtcactcaca atttttgtgg acaagcggaa gttgagcaaa cgagctgaag 

194 gaagtgattc caccaccaat agctcttcgg tcactctgga gacgctacat cagctagccg 

195 cttcttattt cattgacagg gacagcaccc ttcggagact tcaccacatt caaattgcat 

196 ccactgccat aaaggtaaca gaaacacgga ctggtcctct tggctgcagt aactatgaca 

197 acctagattc tgtcagttct gttctggttc agagtcctga gaataagatt cagttgcaag 

198 ggcttcaagt acttctccca gactatcttc aggaacgttt tgtacaagca gctttgagct 

199 acattgcttg caattcagag ggagagttta tctgcaagga aaatgactgc tggtgtcact 

200 gtggtcccaa atttccagaa tgcaactgcc cctccatgga cattcaagcc atggaagaga 

201 atcttcttcg aataactgaa acctggaaag cttacaacag tgactttgag gaatcagatg 

202 aattcaagtt atttatgaaa aggctaccta tgaattattt cctcaacaca tctactataa 

203 tgcatttgtg gacaatggat tctaattttc agcgccgtta tgaacaactg gagaacagca 

204 tgaaacaact tttcctaaag gcgcagaaaa ttgtacacaa gctttttagc cttagcaaga 

205 ggtgtcataa acaacccctc atcagcctgc caagacaaag aacctcaacc tactggctta 

206 ctcgcatcca gtcttttctc tactgcaatg agaacggcct cctaggcagc ttttcagaag 

207 agacgcactc gtgcacgtgt ccgaatgacc aggtggtctg caccgcgttc ctgccctgca 

208 cagtgggaga cgcctctgcc tgcctgacat gcgcaccaga caaccgcacc cgctgcggca 

209 cctgcaacac cggctacatg ctcagccagg ggctctgcaa gcctgaagtc gccgagtcca 
l?y 210 ccgatcacta tattggcttt gaaactgacc tgcaagatct cgagatgaaa tatctgctgc 
U 211 agaaaacgga cagacgaata gaagtccatg ccatttttat cagcaatgac atgcgcctca 
fy 212 atagctggtt tgatccctcc tggcgtaagc ggatgctcct caccttgaag agcaataagt 
y, 213 acaagtcaag tctggtccat atgattttgg gtctctcttt acagatttgc ttaactaaaa 
III 214 acagcacctt ggagccagtg ttggctgttt atgtcaatcc cttcggaggc agccactctg 
'l^fi 215 agagctggtt tatgcctgtg aatgaaaaca gctttccaga ctgggagcgg actaagttgg 
~" 216 acctacccct gcagtgttat aactggacat taactctggg gaacaaatgg aagacatttt 
!,^, 217 ttgagacagt acacatctac ctgagaagtc gcatcaagtc caatggtccc aatggtaatg 
'T-- 218 agagcattta ctatgaacct ctggagttta ttgacccttc ccggaacctg ggctatatga 
■-r- 219 aaatcaataa cattcaagtg tttggctaca gcatgcactt tgaccctgaa gcaattcggg 
H'" 220 acctgatttt gcagctggac tacccctata ctcagggatc ccaggattca gcacttttgc 
M 221 aactactaga gatcagagac cgtgtaaata aactctcccc acctggtcag cgtcgtctag 
Q 222 atcttttctc ttgcttgctt cgtcatagac tcaagctgtc tactagtgag gtggtgagga 
■fe?; 223 tccaatctgc tctgcaggcg tttaatgcca aattgccaaa cacaatggat tatgacacga 

224 ccaaattatg tagttaacca taaatgtcaa gcacaaccca aaatcttgaa ggagttttta 

225 cagtgctttt gtggaacagt ttatgtttgg aagagtaaat ttaaattgtc ttttcaatat 

226 ctgtcttata tcagtcaata acattggatg gcaatttaca cacatgaact tgctgacaat 

227 gaatatatta tacagcagtt ttggtttatg aatgacataa atactgacac cagtctagaa 

228 gacattctac tttttacaat aaatttcatt tgtaatttta tatgttccgt ggcaatgctt 

229 ttgtgcatta catcctctag agggaacata aaaagatacc aataaaattt tgtagctgaa 

230 cagttaaaaa aaaaaaaaaa aaaaaaaaa 

233 <210> SEQ ID NO: 13 

234 <211> LENGTH: 3265 

235 <212> TYPE: DNA 

236 <213> ORGANISM: Homo sapiens 

238 <400> SEQUENCE: 13 

239 ccacgcgtcc gcggacgcgt gggcggctgg gagcccacga ggctgccgca tcctgccctc 

240 ggaacaatgg gactcggcgc gcgaggtgct tgggccgcgc tgctcctggg gacgctgcag 

241 gtgctagcgc tgctgggggc cgcccatgaa agcgcagcca tggcggcatc tgcaaacata 

242 gagaattctg ggcttccaca caactccagt gctaactcaa cagagactct ccaacatgtg 
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24 3 ccttctgacc atacaaatga aacttccaac agtactgtga aaccaccaac ttcagttgcc 300 

244 tcagactcca gtaatacaac ggtcaccacc atgaaaccta cagcggcatc taatacaaca 360 

245 acaccaggga tggtctcaac aaatatgact tctaccacct taaagtctac acccaaaaca 420 

246 acaagtgttt cacagaacac atctcagata tcaacatcca caatgaccgt aacccacaat 480 
24 7 agttcagtga catctgctgc ttcatcagta acaatcacaa caactatgca ttctgaagca 540 
24 8 aagaaaggat caaaatttga tactgggagc tttgttggtg gtattgtatt aacgctggga 600 

249 gttttatcta ttctttacat tggatgcaaa atgtattact caagaagagg cattcggtat 660 

250 cgaaccatag atgaacatga tgccatcatt taaggaaatc catggaccaa ggatggaata 720 

251 cagattgatg ctgccctatc aattaatttt ggtttattaa tagtttaaaa caatattctc 780 
- 252 tttttgaaaa tagtataaac aggccatgca tataatgtac agtgtattac gtaaatatgt 840 

253 aaagattctt caaggtaaca agggtttggg ttttgaaata aacatctgga tcttatagac 900 

254 cgttcataca atggttttag caagttcata gtaagacaaa caagtcctat cttttttttt 960 

255 ttggctgggg tgggggcatt ggtcacatat gaccagtaat tgaaagacgt catcactgaa 1020 

256 agacagaatg ccatctgggc atacaaataa gaagtttgtc acagcactca ggattttggg 1080 

257 tatcttttgt agctcacata aagaacttca gtgcttttca gagctggata tatcttaatt 1140 

258 actaatgcca cacagaaatt atacaatcaa actagatctg aagcataatt taagaaaaac 1200 
s=»» 259 atcaacattt tttgtgcttt aaactgtagt agttggtcta gaaacaaaat actccaagaa 1260 

260 aaagaaaatt ttcaaataaa acccaaaata atagctttgc ttagccctgt tagggatcca 132 0 

261 ttggagcatt aaggagcaca tatttttatt aacttctttt gagctttcaa tgttgatgta 1380 

262 atttttgttc tctggtaatt taggtaaact gcagtgttta acataataat gttttaaaga 1440 
IfJ 263 cttagttgtc agtattaaat aatcctggca ttatagggaa aaaacctcct agaagttaga 1500 
III 264 ttatttgcta ctgtgagaat attgtcacca ctggaagtta ctttagttca tttaatttta 1560 
y, 265 attttatatt ttgtgaatat tttaagaact gtagagctgc tttcaatatc tagaaatttt 1620 
fy 266 taattgagtg taaacacacc taactttaag aaaaagaacc gcttgtatga ttttcaaaag 1680 
yg 2 67 aacatttaga attctataga gtcaaaacta tagcgtaatg ctgtgtttat taagccaggg 174 0 

268 attgtgggac ttcccccagg caactaaacc tgcaggatga aaatgctata ttttctttca 1800 

269 tgcactgtcg atattactca gatttgggga aatgacattt ttatactaaa acaaacacca 1860 
-■'^ 270 aaatatttta gaataaattc ttagaaagtt ttgagaggaa tttttagaga ggacatttcc 192 0 
'r- 271 tccttcctga tttggatatt ccctcaaatc cctcctctta ctccatgctg aaggagaagt 198 0 

272 actctcagat gcattatgtt aatggagaga aaaagcacag tattgtagag acaccaatat 2040 

1==* 273 tagctaatgt attttggagt gttttccatt ttacagttta tattccagca ctcaaaactc 2100 

13 274 agggtcaagt tttaacaaaa gaggtatgta gtcacagtaa atactaagat ggcatttcta 216 0 

|„i 275 tctcagaggg ccaaagtgaa tcacaccagt ttctgaaggt cctaaaaata gctcagatgt 2220 

2 76 cctaatgaac atgcacctac atttaatagg agtacaataa aactgttgtc agcttttgtt 22 80 

277 ttacagagaa cgctagatat taagaatttt gaaatggatc atttctactt gctgtgcatt 2340 

278 ttaaccaata atctgatgaa tatagaaaaa aatgatccaa aatatggata tgattggatg 2400 

279 tatgtaacac atacatggag tatggaggaa attttctgaa aaatacattt agattagttt 2460 

280 agtttgaagg agaggtgggc tgatggctga gttgtatgtt actaacttgg ccctgactgg 2520 

281 ttgtgcaacc attgcttcat ttctttgcaa aatgtagtta agatatactt tattctaatg 2580 

282 aaggcctttt aaatttgtcc actgcattct tggtatttca ctacttcaag tcagtcagaa 2640 

283 cttcgtagac cgacctgaag tttctttttg aatacttgtt tctttagcac tttgaagata 2700 

284 gaaaaaccac tttttaagta ctaagtcatc atttgccttg aaagtttcct ctgcattggg 2760 

285 tttgaagtag tttagttatg cctttttctc tgtatgtaag tagtataatt tgttactttc 2820 

286 aaatacccgt actttgaatg taggtttttt tgttgttgtt atctataaaa attgagggaa 2880 

287 atggttatgc aaaaaaatat tttgctttgg accatatttc ttaagcataa aaaaaatgct 2940 

288 cagttttgct tgcattcctt gagaatgtat ttatctgaag atcaaaacaa acaatccaga 3000 

289 tgtataagta ctaggcagaa gccaatttta aaatttcctt gaataatcca tgaaaggaat 3060 

290 aattcaaata cagataaaca gagttggcag tatattatag tgataatttt gtattttcac 3120 

291 aaaaaaaaag ttaaactctt cttttctttt tattataatg accagctttt ggtatttcat 3180 



Please Note: 

y i], Use of n and/or Xaa have been detected in the Sequence Listing. Please review the 

1 r Sequence Listing to ensure that a corresponding explanation is presented in the <220> to 
\ ' <223> fields of each sequence which presents at least one n or Xaa. 
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VERIFICATION SUMMARY DATE: 04/27/2001 

PATENT APPLICATION: US/09/832,129 TIME: 13:10:54 

Input Set : A:\PZ045Pl_SeqList04112001.txt 
Output Set: N:\CRF3\04272001\I832129.raw 

L:8 M:270 C: Current Application Number differs, Replaced Current Application Number 

L:57 M:341 W: (46) "n" or "Xaa" used, for SEQ ID# : 2 

L:845 M:341 W: (46) "n" or "Xaa" used, for SEQ ID# : 31 

L:2556 M:283 W: Missing Blank Line separator, <400> field identifier 

L:2566 M:283 W: Missing Blank Line separator, <400> field identifier 
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